RTS-0729US 


-1- 


PATENT 


SEQUENCE LISTING 

<110> C. Frank Bennett 
Kenneth W. Dobie 
Susan Gregory 

<120> MODULATION OF DC-SIGN EXPRESSION 

<130> RTS-0729US 

<160> 370 

<210> 1 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 1 

tccgtcatcg ctcctcaggg ^ 20 

<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 2 

gtgcgcgcga gcccgaaatc 


20 


RTS-0729US -2- PATENT 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 3 

atgcattctg cccccaagga 20 


<210> 4 
<211> 4266 
<212> DNA 
<213> H. sapiens 

<220> 
<221> CDS 

<222> (10) . . . (1224) 
<400> 4 

tggggtgac atg agt gac tec aag gaa cca aga ctg cag cag ctg ggc etc 51 
Met Ser Asp Ser Lys Glu Pro Arg Leu Gin Gin Leu Gly Leu 
15 10 

ctg gag gag gaa cag ctg aga ggc ctt gga ttc cga cag act cga gga 99 
Leu Glu Glu Glu Gin Leu Arg Gly Leu Gly Phe Arg Gin Thr Arg Gly 
15 20 25 30 

tac aag age tta gca ggg tgt ctt ggc cat ggt ccc ctg gtg ctg caa 147 
Tyr Lys Ser Leu Ala Gly Cys Leu Gly His Gly Pro Leu Val Leu Gin 
35 40 45 


etc etc tec ttc acg etc ttg get ggg etc ctt gtc caa gtg tec aag 195 
Leu Leu Ser Phe Thr Leu Leu Ala Gly Leu Leu Val Gin Val Ser Lys 
50 55 60 


RTS-0729US 


-3- 


PATENT 


gtc ccc age 
Val Pro Ser 
65 

cag aac ctg 
Gin Asn Leu 
80 

tec aag ctg 
Ser Lys Leu 
95 

gtg ggt gag 
Val Gly Glu 

ctg acc egg 
Leu Thr Arg 

ctg cag gag 
Leu Gin Glu 
145 

gag ctt cca 
Glu Leu Pro 
160 

egg ctg aag 
Arg Leu Lys 
175 

gag ate tac 
Glu lie Tyr 

cca gag aaa 
Pro Glu Lys 


tec ata agt cag 
Ser lie Ser Gin 


acc cag ctt aaa 
Thr Gin Leu Lys 
85 

cag gag ate tac 
Gin Glu lie Tyr 
100 

ctt cca gag aaa 
Leu Pro Glu Lys 
115 

ctg aag get gca 
Leu Lys Ala Ala 
130 

ate tac cag gag 
lie Tyr Gin Glu 


gag aaa tct aag 
Glu Lys Ser Lys 
165 

get gca gtg ggt 
Ala Ala Val Gly 
180 

cag gag ctg acc 
Gin Glu Leu Thr 
195 

tct aag cag cag 
Ser Lys Gin Gin 
210 


gaa caa tec 
Glu Gin Ser 
70 

get gca gtg 
Ala Ala Val 


cag gag ctg 
Gin Glu Leu 


tct aag ctg 
Ser Lys Leu 
120 

gtg ggt gag 
Val Gly Glu 
135 

ctg acc tgg 
Leu Thr Trp 
150 

atg cag gag 
Met Gin Glu 


gag ctt cca 
Glu Leu Pro 


egg ctg aag 
Arg Leu Lys 
200 

gag ate tac 
Glu lie Tyr 
215 


agg caa gac gcg 
Arg Gin Asp Ala 
75 

ggt gag etc tea 
Gly Glu Leu Ser 
90 

acc cag ctg aag 
Thr Gin Leu Lys 
105 

cag gag ate tac 
Gin Glu lie Tyr 

ctt cca gag aaa 
Leu Pro Glu Lys 
140 

ctg aag get gca 
Leu Lys Ala Ala 
155 

ate tac cag gag 
lie Tyr Gin Glu 
170 

gag aaa tct aag 
Glu Lys Ser Lys 
185 

get gca gtg ggt 
Ala Ala Val Gly 


cag gag ctg acc 
Gin Glu Leu Thr 
220 


ate tac 243 
lie Tyr 

gag aaa 291 
Glu Lys 

get gca 33 9 
Ala Ala 
110 

cag gag 387 

Gin Glu 

125 

tct aag 435 
Ser Lys 

gtg ggt 483 
Val Gly 

ctg act 531 
Leu Thr 


cag cag 579 
Gin Gin 
190 

gag ctt 627 

Glu Leu 

205 

egg ctg 675 
Arg Leu 
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aag get gca gtg ggt gag ctt cca gag aaa tct aag cag cag gag ate 723 
Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu lie 
225 230 235 


tac cag gag ctg acc cag ctg aag get gca gtg gaa cgc ctg tgc cac 771 
Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Glu Arg Leu Cys His 
240 245 250 


ccc tgt ccc tgg gaa tgg aca ttc ttc caa gga aac tgt tac ttc atg 819 
Pro Cys Pro Trp Glu Trp Thr Phe Phe Gin Gly Asn Cys Tyr Phe Met 
255 260 265 270 


tct aac tec cag egg aac tgg cac gac tec ate acc gee tgc aaa gaa 867 
Ser Asn Ser Gin Arg Asn Trp His Asp Ser lie Thr Ala Cys Lys Glu 
275 280 285 


gtg ggg gee cag etc gtc gta ate aaa agt get gag gag cag aac ttc 915 
Val Gly Ala Gin Leu Val Val lie Lys Ser Ala Glu Glu Gin Asn Phe 
290 295 300 


eta cag ctg cag tct tec aga agt aac cgc ttc acc tgg atg gga ctt 963 
Leu Gin Leu Gin Ser Ser Arg Ser Asn Arg Phe Thr Trp Met Gly Leu 
305 310 315 


tea gat eta aat cag gaa ggc acg tgg caa tgg gtg gac ggc tea cct 1011 
Ser Asp Leu Asn Gin Glu Gly Thr Trp Gin Trp Val Asp Gly Ser Pro 
320 325 330 


ctg ttg ccc age ttc aag cag tat tgg aac aga gga gag ccc aac aac 1059 
Leu Leu Pro Ser Phe Lys Gin Tyr Trp Asn Arg Gly Glu Pro Asn Asn 
335 340 345 350 


gtt ggg gag gaa gac tgc gcg gaa ttt agt ggc aat ggc tgg aac gac 1107 
Val Gly Glu Glu Asp Cys Ala Glu Phe Ser Gly Asn Gly Trp Asn Asp 
355 360 365 


gac aaa tgt aat ctt gee aaa ttc tgg ate tgc aaa aag tec gca gee 
Asp Lys Cys Asn Leu Ala Lys Phe Trp lie Cys Lys Lys Ser Ala Ala 


1155 


i 


RTS-0729US -5- PATENT 

370 375 380 

tec tgc tec agg gat gaa gaa cag ttt ctt tct cca gee cct gee ace 1203 
Ser Cys Ser Arg Asp Glu Glu Gin Phe Leu Ser Pro Ala Pro Ala Thr 
385 390 395 

cca aac ccc cct cct gcg tag cagaacttca ccccctttta agctacagtt 1254 
Pro Asn Pro Pro Pro Ala * 
400 


ccttctctcc 

atccttcgac 

cttcacaaaa 

tctctgggac 

tgttctttgt 

cagattcttc 

1314 

ctcctttaga 

aggctgggtc 

ccattctgtc 

cttcttgtca 

tgcctccaat 

ttcccctggt 

1374 

gtagagcttg 

tttttctggc 

ccatccttgg 

agctttatga 

gtgagctggt 

gtgggatgcc 

1434 

tttgggggtg 

gacttgtgtt 

ccaagaatcc 

actctctctt 

ccttttggag 

attaggatat 

1494 

ttgggttgcc 

atgtgtagct 

gctatgtccc 

ctggggcgtt 

atctcataca 

tgcaaaccta 

1554 

ccatctgttc 

aacttccacc 

taccacctcc 

tgcacccctt 

tgatcgggga 

cttactggtt 

1614 

gcaagagctc 

attttgeagg 

ctggaagcac 

cagggaatta 

attcccccag 

tctaccaatg 

1674 

gcacccagag 

agggcatgga 

ggctccacgc 

aaccccttcc 

acccccacat 

cttcctttgt 

1734 

cttatacatg 

gcttccattt 

ggctgtttct 

aagttgtatt 

ctttatttta 

ttattattat 

1794 

tactattttt 

cgagatggag 

tttcactctt 

gtegctcagg 

ctggagtgcc 

atggcgcgat 

1854 

cttggctcac 

tgcaacctct 

gcctcccggg 

ttcaagtgat 

tctcctgcct 

cagcctcacg 

1914 

agtagctgga 

attacaggca 

ggcgccacca 

ggcccggcta 

attttttgta 

tttttagtac 

1974 

agaeggggtt 

tctccgtgtt 

ggtcaggctg 

gtcttgaact 

cccgacctca 

gatgatctgc 

2034 

ccgcctcggc 

ctcccaaaat 

tgctgggatt 

acaggtgtga 

gccaccgcgc 

ctggcctatt 

2094 

attttttgta 

agaataaaac 

aggtttactg 

ggatttggga 

ctctgaacag 

ttctgtctct 

2154 

actacctgat 

ctcctcctac 

cacgactttg 

ggatctagag 

gagctttggc 

tccggctgtg 

2214 

acggctccgg 

ccgttctcac 

tgeggctgea 

ccggcccccg 

ctgcggtcac 

tatttcttcc 

2274 

tctgcttggt 

gaattgtgcc 

tctcctggct 

ctttgacatg 

tgctagtgag 

atttcttcct 

2334 

tttcctttcg 

gattccccat 

ttcttttgta 

ggaatggtct 

ggactagggt 

tctccttccc 

2394 

cgcagcctgt 

agtattcatc 

gtggtggccc 

atcctctctc 

tccccttgga 

gctcttgcca 

2454 

aaggaggaga 

caagcagagg 

tctctattgg 

atttctcaac 

acctgaagaa 

agttgcagtg 

2514 

ttttcctctt 

ggacattgtt 

gtatttcaaa 

taaaccacaa 

atcatcattt 

tccaccgagc 

2574 

cactgggcag 

aattcacact 

gaagctgtcg 

tcctgcgtac 

ataccatcgt 

ccgttaaaca 

2634 

gagaaagagc 

tgcttggcat 

tcttcttccg 

actggtactg 

aacatatata 

cttgcccctc 

2694 

aggtgaggtt 

ecaagttgea 

actgaccttg 

aactgaatca 

ctctccccac 

gttatttttt 

2754 

aattactatt 

tttttttaaa 

gatggggtct 

tgctctgtcg 

ccaggctgga 

gtgcagtggc 

2814 

gcgatctagg 

ctcactgcaa 

cttccgcctc 

ccgggttcaa 

gcgattctcc 

tgcctcagcc 

2874 

tcccgagtag 

ctgggactct 

actaaaagta 

caaaaattag 

ctggcgtgca 

ccaccgcgcc 

2934 

cagctaattc 

ttgtattttt 

ggtagagacg 

gggtttcaac 

atgttgacca 

ggatggtctc 

2994 
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gatctcttga 

cctcgtgatt 

cgcccgccgc 

gtcctcccaa 

agtgctggga 

ttacaggcct 

3054 

gagccaccgc 

gcccagtctc 

tccccacgtt 

cttgaactcg 

ggcagcacat 

cctcacagaa 

3114 

atctaggaac 

tgttggtagg 

tttcttcctc 

gctgtactcc 

aggcttgctt 

cggagtcata 

3174 

gtcatccctc 

ctgcactgct 

cctttccaaa 

cactgtaaac 

atgcttttaa 

taagaagggt 

3234 

aggactggat 

gttgggaaat 

catgtgaaca 

tctatctcca 

aatctgcaag 

ctcctgtttt 

3294 

actgtagaag 

ggacaattaa 

ctccatcctt 

ctccatgact 

ctgaaatcca 

agggggggtt 

3354 

ccgggttttg 

ccatgtggcg 

ccattttcca 

actcattttc 

agcctgatcc 

agcatcttct 

3414 

ggacagcttc 

cggtttttgt 

ttcttctgtc 

gtttctgttc 

ctcctcctct 

ctctctttcc 

3474 

tctgctgttc 

ttcccattgt 

tcctttaact 

ttcgctcttg 

ttcttgccgt 

tttctagcca 

3534 

cctcttcctt 

ttccttcttt 

attctgaatt 

cttcttgtgc 

cttctgctct 

ctcagcaacc 

3594 

actcctcatg 

taatctttgc 

ctctctcttc 

cccatagctt 

ttctagttgt 

tgtttttcaa 

3654 

taaaagtgtc 

ctcctctttc 

tgtgagagtc 

ctgagtccct 

cagtggagca 

agttcctgct 

3714 

ggcgtttctt 

tcgtttctcc 

ttcttcaggg 

cggccctgta 

ctttttgtgg 

cttggtttct 

3774 

ctggaaatgt 

caccttttcg 

ggcgcagcca 

tcttgccggc 

accgccccgc 

ccctctagtt 

3834 

gtatccttta 

taataaaatg 

gtaaacattg 

taaccgcaga 

ttcagcccaa 

tctggttcaa 

3894 

ctttgtgtaa 

taaaatggcg 

agttgttttt 

cagttgtcgt 

ggacccccag 

gttgcaagtt 

3954 

acataccctg 

ggcatgtcca 

gatgaacgaa 

gcgtgcaaat 

ccacgtggaa 

cctaagtgct 

4014 

cagactgagg 

aacagggact 

gagttaagaa 

gtggacacca 

cgtggcatga 

tccttgatcc 

4074 

aatcagattg 

agccctggcg 

tgatccagtc 

agatcaagcc 

tcctgaatcc 

cctcattaca 

4134 

agatccaatc 

atatcatgcc 

tcactaccct 

ctgtatataa 

aatctgcccc 

agcctccaac 

4194 

ttggagagac 

agatttgggc 

cagactcctg 

tgtccttgct 

tggctgcctt 

gcaataaatt 

4254 

tttctctcta 

ca 





4266 


<210> 5 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR Primer 

/ 

<400> 5 

catgcctcac taccctctgt atataaaa 28 


<210> 6 
<211> 20 


RTS-0729US 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 6 

acacaggagt ctggcccaaa 

<210> 7 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 
<400> 7 

ccccagcctc caacttggag agacag 

<210> 8 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 8 

gaaggtgaag gtcggagtc 

<210> 9 
<211> 20 


RTS-0729US -8- PATENT 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 9 

gaagatggtg atgggatttc 20 


<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 


<220> 


<223> PCR Probe 


<400> 10 

caagcttccc gttctcagcc 20 


<210> 11 

<211> 1484 

<212> DNA 

<213> M. musculus 

<220> 

<220> 

<221> CDS 

<222> (79) . . . (795) 

<400> 11 

ctaagtaaga ttcaaggagg tggcaaataa aagctgtagt ctctgtcaga ttctggcact 60 


gagaagtggc tgtgaaac atg agt gat tct aag gaa atg ggg aag agg cag 


111 
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Met Ser Asp Ser Lys Glu Met Gly Lys Arg Gin 
15 10 

ctt cgc cct ctg gat gag gaa ctg ctg aca tec age cac ace agg cac 159 
Leu Arg Pro Leu Asp Glu Glu Leu Leu Thr Ser Ser His Thr Arg His 
15 20 25 

tec ate aaa ggc ttt ggc ttc caa aca aat tct gga ttc agt age ttc 2 07 

Ser lie Lys Gly Phe Gly Phe Gin Thr Asn Ser Gly Phe Ser Ser Phe 
30 35 40 

aca ggg tgc ctg gtc cac agt caa gtc ccc ttg gca ctg cag gtg etc 255 
Thr Gly Cys Leu Val His Ser Gin Val Pro Leu Ala Leu Gin Val Leu 
45 50 55 

ttc eta get gtt tgt tct gtg ctg ctg gtt gtc ate ctt gtc aaa gtc 303 
Phe Leu Ala Val Cys Ser Val Leu Leu Val Val lie Leu Val Lys Val 
60 65 70 75 

tac aaa ata ccc agt tct cag gaa gaa aac aat cag atg aat gtc tac 351 
Tyr Lys lie Pro Ser Ser Gin Glu Glu Asn Asn Gin Met Asn Val Tyr 
80 85 90 

caa gaa ctg ace cag ttg aag get ggc gta gat cga ctg tgc cgc tec 3 99 

Gin Glu Leu Thr Gin Leu Lys Ala Gly Val Asp Arg Leu Cys Arg Ser 
95 100 105 

tgc ccc tgg gac tgg acg cac ttc caa gga age tgt tac ttc ttc tct 447 
Cys Pro Trp Asp Trp Thr His Phe Gin Gly Ser Cys Tyr Phe Phe Ser 
110 115 120 

gtg gee cag aag tec tgg aat gat tct gee act gee tgc cac aat gtg 495 
Val Ala Gin Lys Ser Trp Asn Asp Ser Ala Thr Ala Cys His Asn Val 
125 130 , 135 

ggg get caa ctt gtg gtc ate aag agt gat gaa gag cag aac ttt eta 543 
Gly Ala Gin Leu Val Val lie Lys Ser Asp Glu Glu Gin Asn Phe Leu 
140 145 150 155 
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caa caa act tct aag aag aga ggc tac act tgg atg ggg etc att gac 591 

Gin Gin Thr Ser Lys Lys Arg Gly Tyr Thr Trp Met Gly Leu lie Asp 

160 165 170 

atg age aag gag tct aca tgg tac tgg gta gat ggt tea cct ctg act 639 

Met Ser Lys Glu Ser Thr Trp Tyr Trp Val Asp Gly Ser Pro Leu Thr 
175 180 185 

etc agt ttc atg aag tat tgg agt aaa gga gaa cct aac aac ctg gga 687 

Leu Ser Phe Met Lys Tyr Trp Ser Lys Gly Glu Pro Asn Asn Leu Gly 
190 195 200 

gag gaa gac tgt gca gag ttc aga gat gac ggc tgg aat gac acc aaa 73 5 

Glu Glu Asp Cys Ala Glu Phe Arg Asp Asp Gly Trp Asn Asp Thr Lys 
205 210 215 

tgt act aac aag aaa ttc tgg ate tgc aaa aag ctt tea act tec tgc 783 

Cys Thr Asn Lys Lys Phe Trp lie Cys Lys Lys Leu Ser Thr Ser Cys 
220 225 230 235 

cct age aag tga tggccaactc cctccaccat ctccacagtc ccaaaaccct 835 
Pro Ser Lys 


gecaaatgge agaactttac ccatagctat gecagtttat tctacttgtc tgtgaccatt 895 

gataaccttg acaagatctg taagacttta ttctggcagg tagcttgtct cctgcattgc 955 

tcctaggtcc agtttgtctc ctggaccatt aatgtatagt ctcctgatgt ctgcaggttc 1015 

tctttgggtt agtggttgtg gctctggtcc acctttgaca tttaatgaag taaacagaca 1075 

tgaggtgtcc ttaaatgggt tcctttcatc tcctctgtct tcctttctga gtagagacca 1135 

catattgeca tgtgcaattg atcctgagta ctcacaccta ctaaatttta attcatctac 1195 

cctgcacacc tttctatggg acccttctct gatttcagga gctcaaccta tagactaaaa 1255 

gcacaagaga accaattcct taactattag tcatgatcag aaattattgt gttaattctc 1315 
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tgactccatc tctacccctg ggtggacatg gtgagcctca atgttataga cctcccaaat 1375 
tttttggagg atttataatt tttattgaac ttactcatta acaattgtat acatatgtat 1435 
gtataaatat aagtataaat aaacattctg atttttgcca tccttcatc 1484 

<210> 12 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 12 

cctctggatg aggaactgct g 21 

<210> 13 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 13 

tggaagccaa agcctttga 19 

<210> 14 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> PCR Probe 
<400> 14 

catccagcca caccaggcac tec 23 


<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 15 

ggcaaattca aeggcacagt 20 


<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 16 

gggtctcget cctggaagat 2 0 


<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 


RTS-0729US -13- PATENT 

<220> 

<223> PCR Probe 
<400> 17 

aaggccgaga atgggaagct tgtcatc 27 


<210> 18 
<211> 1312 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 18 

ctaaagcagg agttctggac actgggggag agtggggtga catgagtgac tccaaggaac 60 

caagactgca gcagctgggc ctcctggagg aggaacagct gagaggcctt ggattccgac 12 0 

agactcgagg atacaagagc ttagcagggt gtcttggcca tggtcccctg gtgctgcaac 180 

tcctctcctt cacgctcttg gctgggctcc ttgtccaagt gtccaaggtc cccagctcca 240 

taagtcagga acaatccagg caagacgcga tctaccagaa cctgacccag cttaaagctg 300 

cagtgggtga gctctcagag aaatccaagc tgcaggagat ctaccaggag ctgacccagc 3 60 

tgaaggctgc agtgggtgag cttccagaga aatctaagct gcaggagatc taccaggagc 42 0 

tgacccggct gaaggctgca gtgggtgagc ttccagagaa atctaagctg caggagatct 480 

accaggagct gacctggctg aaggctgcag tgggtgagct tccagagaaa tctaagatgc 540 

aggagatcta ccaggagctg actcggctga aggctgcagt gggtgagctt ccagagaaat 600 

ctaagcagca ggagatctac caggagctga cccggctgaa ggctgcagtg ggtgagcttc 660 


RTS-0729US -14- PATENT 

cagagaaatc taagcagcag gagatctacc aggagctgac ccggctgaag gctgcagtgg 720 


gtgagcttcc agagaaatct aagcagcagg agatctacca ggagctgacc cagctgaagg 780 

ctgcagtgga acgcctgtgc cacccctgtc cctgggaatg gacattcttc caaggaaact 840 

gttacttcat gtctaactcc cagcggaact ggcacgactc catcaccgcc tgcaaagaag 900 

tgggggccca gctcgtcgta atcaaaagtg ctgaggagca gaacttccta cagctgcagt 960 

cttccagaag taaccgcttc acctggatgg gactttcaga tctaaatcag gaaggcacgt 1020 

ggcaatgggt ggacggctca cctctgttgc ccagcttcaa gcagtattgg aacagaggag 1080 

agcccaacaa cgttggggag gaagactgcg cggaatttag tggcaatggc tggaacgacg 1140 

acaaatgtaa tcttgccaaa ttctggatct gcaaaaagtc cgcagcctcc tgctccaggg 1200 

atgaagaaca gtttctttct ccagcccctg ccaccccaaa cccccctcct gcgtagcaga 1260 

acttcacccc cttttaagct acagttcctt ctctccatcc ttcgaccttt ag 1312 


<210> 19 
<211> 1197 
<212> DNA 
<213> H. sapiens 

<220> 

<220> 

<221> CDS 

<222> (1) . . . (1197) 

<400> 19 

atg agt gac tec aag gaa cca aga ctg cag cag ctg ggc etc ctg gag 48 

Met Ser Asp Ser Lys Glu Pro Arg Leu Gin Gin Leu Gly Leu Leu Glu 
15 10 15 
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gag gaa cag ctg aga ggc ctt gga ttc cga cag act cga gga tac aag 96 
Glu Glu Gin Leu Arg Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys 
20 25 30 

age tta gca ggg tgt ctt ggc cat ggt ccc ctg gtg ctg caa etc etc 144 
Ser Leu Ala Gly Cys Leu Gly His Gly Pro Leu Val Leu Gin Leu Leu 
35 40 45 

tec ttc acg etc ttg get ggg etc ctt gtc caa gtg tec aag gtc ccc 192 
Ser Phe Thr Leu Leu Ala Gly Leu Leu Val Gin Val Ser Lys Val Pro 
50 55 60 

age tec ata agt cag gaa caa tec agg caa gac gcg ate tac cag aac 240 
Ser Ser lie Ser Gin Glu Gin Ser Arg Gin Asp Ala lie Tyr Gin Asn 
65 70 75 80 

ctg ace cag ctt aaa get gca gtg ggt gag etc tea gag aaa tec aag 288 
Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu Ser Glu Lys Ser Lys 
85 90 95 

ctg cag gag ate tac cag gag ctg ace cag ctg aag get gca gtg ggt 336 
Leu Gin Glu lie Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Gly 
100 105 110 

gag ctt cca gag aaa tct aag ctg cag gag ate tac cag gag ctg ace 3 84 

Glu Leu Pro Glu Lys Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr 
115 120 125 

egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag ctg cag 432 
Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin 
130 135 140 

gag ate tac cag gag ctg ace tgg ctg aag get gca gtg ggt gag ctt 480 
Glu lie Tyr Gin Glu Leu Thr Trp Leu Lys Ala Ala Val Gly Glu Leu 
145 150 155 160 

cca gag aaa tct aag atg cag gag ate tac cag gag ctg act egg ctg 528 
Pro Glu Lys Ser Lys Met Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu 
165 170 175 


RTS-0729US 
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aag get gca gtg ggt gag ctt cca gag aaa tct aag cag cag gag ate 57 6 

Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu lie 
180 185 190 

tac cag gag ctg ace egg ctg aag get gca gtg ggt gag ctt cca gag 624 
Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu 
195 200 205 

aaa tct aag cag cag gag ate tac cag gag ctg acc egg ctg aag get 672 
Lys Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala 
210 215 220 

gca gtg ggt gag ctt cca gag aaa tct aag cag cag gag ate tac cag 720 
Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu lie Tyr Gin 
225 230 235 240 

gag ctg acc cag ctg aag get gca gtg gaa cgc ctg tgc cac ccc tgt 7 68 

Glu Leu Thr Gin Leu Lys Ala Ala Val Glu Arg Leu Cys His Pro Cys 
245 250 255 

ccc tgg gaa tgg aca ttc ttc caa gga aac tgt tac ttc atg tct aac 816 
Pro Trp Glu Trp Thr Phe Phe Gin Gly Asn Cys Tyr Phe Met Ser Asn 
260 265 270 

tec cag egg aac tgg cac gac tec ate acc gee tgc aaa gaa gtg ggg 864 
Ser Gin Arg Asn Trp His Asp Ser lie Thr Ala Cys Lys Glu Val Gly 
275 280 285 

gee cag etc gtc gta ate aaa agt get gag gag cag tct tec aga agt 912 
Ala Gin Leu Val Val lie Lys Ser Ala Glu Glu Gin Ser Ser Arg Ser 
290 295 300 

aac cgc ttc acc tgg atg gga ctt tea gat eta aat cag gaa ggc acg 960 
Asn Arg Phe Thr Trp Met Gly Leu Ser Asp Leu Asn Gin Glu Gly Thr 
305 310 315 320 


tgg caa tgg gtg gac ggc tea cct ctg ttg ccc age ttc aag cag tat 
Trp Gin Trp Val Asp Gly Ser Pro Leu Leu Pro Ser Phe Lys Gin Tyr 


1008 


RTS-0729US -17- PATENT 

325 330 335 

tgg aac aga gga gag ccc aac aac gtt ggg gag gaa gac tgc gcg gaa 1056 
Trp Asn Arg Gly Glu Pro Asn Asn Val Gly Glu Glu Asp Cys Ala Glu 
340 345 350 


ttt agt ggc aat ggc tgg 
Phe Ser Gly Asn Gly Trp 
355 

tgg ate tgc aaa aag tec 
Trp lie Cys Lys Lys Ser 
370 

ttt ctt tct cca'gcc cct 
Phe Leu Ser Pro Ala Pro 
385 390 


aac gac gac aaa tgt aat 
Asn Asp Asp Lys Cys Asn 
360 

gca gec tec tgc tec agg 
Ala Ala Ser Cys Ser Arg 
375 380 

gee ace cca aac ccc cct 
Ala Thr Pro Asn Pro Pro 
395 


ctt gee aaa ttc 1104 

Leu Ala Lys Phe 

365 

gat gaa gaa cag 1152 
Asp Glu Glu Gin 

cct gcg tag 1197 
Pro Ala 


1197 


<210> 20 
<211> 939 
<212> DNA 
<213> H. sapiens 

<220> 

<220> 

<221> CDS 

<222> (1) . . . (939) 

<400> 20 

atg agt gac tec aag gaa cca aga ctg cag cag ctg ggc etc ctg gag 48 
Met Ser Asp Ser Lys Glu Pro Arg Leu Gin Gin Leu Gly Leu Leu Glu 
15 10 15 

gag gaa cag ctg aga ggc ctt gga ttc cga cag act cga gga tac aag 96 
Glu Glu Gin Leu Arg Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys 


RTS-0729US -18- PATENT 

20 25 30 

age tta gca ggg tgt ctt ggc cat ggt ccc ctg gtg ctg caa etc etc 144 
Ser Leu Ala Gly Cys Leu Gly His Gly Pro Leu Val Leu Gin Leu Leu 
35 40 45 

tec ttc acg etc ttg get ggg etc ctt gtc caa gtg tec aag gtc ccc 192 
Ser Phe Thr Leu Leu Ala Gly Leu Leu Val Gin Val Ser Lys Val Pro 
50 55 60 

age tec ata agt cag gaa caa tec agg caa gac gcg ate tac cag aac 240 
Ser Ser lie Ser Gin Glu Gin Ser Arg Gin Asp Ala He Tyr Gin Asn 
65 70 75 80 

ctg ace . cag ctt aaa gct^gca gtg ggt gag etc tea gag aaa tec aag 2 88 

Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu Ser Glu Lys Ser Lys 
85 90 95 

ctg cag gag ate tac cag gag ctg ace cag ctg aag get gca gtg ggt 336 
Leu Gin Glu He Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Gly 
100 105 110 

gag ctt cca gag aaa tct aag ctg cag gag ate tac cag gag ctg ace 3 84 

Glu Leu Pro Glu Lys Ser Lys Leu Gin Glu He Tyr Gin Glu Leu Thr 
115 120 125 

egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag ctg cag 432 
Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin 
130 135 140 

gag ate tac cag gag ctg ace cag ctg aag get gca gtg gaa cgc ctg 480 
Glu He Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Glu Arg Leu 
145 150 155 160 

tgc cac ccc tgt ccc tgg gaa tgg aca ttc ttc caa gga aac tgt tac 528 
Cys His Pro Cys Pro Trp Glu Trp Thr Phe Phe Gin Gly Asn Cys Tyr 
165 170 175 


ttc atg tct aac tec cag egg aac tgg cac gac tec ate acc gee tgc 


576 


RTS-0729US -19- PATENT 

Phe Met Ser Asn Ser Gin Arg Asn Trp His Asp Ser lie Thr Ala Cys 
180 185 190 


aaa gaa gtg ggg gcc cag etc gtc gta ate aaa agt get gag gag cag 624 
Lys Glu Val Gly Ala Gin Leu Val Val lie Lys Ser Ala Glu Glu Gin 
195 200 205 


aac ttc eta cag ctg cag tct tec aga 
Asn Phe Leu Gin Leu Gin Ser Ser Arg 
210 215 

gga ctt tea gat eta aat cag gaa ggc 
Gly Leu Ser Asp Leu Asn Gin Glu Gly 
225 230 

tea cct ctg ttg ccc age ttc aag cag 
Ser Pro Leu Leu Pro Ser Phe Lys Gin 
245 


agt aac cgc ttc ace tgg atg 672 
Ser Asn Arg Phe Thr Trp Met 
220 

acg tgg caa tgg gtg gac ggc 72 0 

Thr Trp Gin Trp Val Asp Gly 
235 240 

tat tgg aac aga gga gag ccc 768 
Tyr Trp Asn Arg Gly Glu Pro 
250 255 


aac aac gtt ggg gag gaa gac tgc gcg gaa ttt agt ggc aat ggc tgg 816 
Asn Asn Val Gly Glu Glu Asp Cys Ala Glu Phe Ser Gly Asn Gly Trp 
260 265 270 


aac gac gac aaa tgt aat ctt gcc aaa ttc tgg ate tgc ' aaa aag tec 864 
Asn Asp Asp Lys Cys Asn Leu Ala Lys Phe Trp lie Cys Lys Lys Ser 
275 280 285 


gca gcc tec tgc tec agg gat gaa gaa cag ttt ctt tct cca gcc cct 912 
Ala Ala Ser Cys Ser Arg Asp Glu Glu Gin Phe Leu Ser Pro Ala Pro 
290 295 300 

gcc ace cca aac ccc cct cct gcg tag 939 
Ala Thr Pro Asn Pro Pro Pro Ala 
305 310 


<210> 21 
<211> 507 
<212> DNA 


RTS-0729US 
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PATENT 


<213> H. sapiens 

<220> 

<220> 

<221> CDS 

<222> (1) . . . (507) 


cag cag ctg ggc etc ctg gag 48 
Gin Gin Leu Gly Leu Leu Glu 
10 15 


<400> 21 

atg agt gac tec aag gaa cca aga ctg 
Met Ser Asp Ser Lys Glu Pro Arg Leu 
1 5 


gag gaa cag ctg aga ggc ctt gga ttc cga cag act cga gga tac aag 96 
Glu Glu Gin Leu Arg Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys 
20 25 30 


age tta gca ggg tgt ctt ggc cat ggt ccc ctg gtg ctg caa etc etc 144 
Ser Leu Ala Gly Cys Leu Gly His Gly Pro Leu Val Leu Gin Leu Leu 
35 40 45 

tec ttc acg etc ttg get ggg etc ctt gtc caa gtg tec aag gtc ccc 192 
Ser Phe Thr Leu Leu Ala Gly Leu Leu Val Gin Val Ser Lys Val Pro 
50 55 60 

age tec ata agt cag gaa caa tec aga agt aac cgc ttc acc tgg atg 240 
Ser Ser lie Ser Gin Glu Gin Ser Arg Ser Asn Arg Phe Thr Trp Met 
65 70 75 80 

gga ctt tea gat eta aat cag gaa ggc acg tgg caa tgg gtg gac ggc 2 88 

Gly Leu Ser Asp Leu Asn Gin Glu Gly Thr Trp Gin Trp Val Asp Gly 
85 90 95 

tea cct ctg ttg ccc age ttc aag cag tat tgg aac aga gga gag ccc 336 
Ser Pro Leu Leu Pro Ser Phe Lys Gin Tyr Trp Asn Arg Gly Glu Pro 
100 105 110 


aac aac gtt ggg gag gaa gac tgc gcg gaa ttt agt ggc aat ggc tgg 
Asn Asn Val Gly Glu Glu Asp Cys Ala Glu Phe Ser Gly Asn Gly Trp 


384 
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115 120 125 

aac gac gac aaa tgt aat ctt gcc aaa ttc tgg ate tgc aaa aag tec 432 
Asn Asp Asp Lys Cys Asn Leu Ala Lys Phe Trp lie Cys Lys Lys Ser 
130 135 140 

gca gcc tec tgc tec agg gat gaa gaa cag ttt ctt tct cca gcc cct 480 
Ala Ala Ser Cys Ser Arg Asp Glu Glu Gin Phe Leu Ser Pro Ala Pro 
145 150 155 160 

gcc ace cca aac ccc cct cct gcg tag 507 
Ala Thr Pro Asn Pro Pro Pro Ala 
165 


<210> 22 
<211> 1143 
<212> DNA 
<213> H. sapiens 

<220> 

<220> 

<221> CDS 

<222> (1) . . . (1143) 

<400> 22 

atg agt gac tec aag gaa cca aga ctg cag cag ctg ggc etc ctg gag 4 8 

Met Ser Asp Ser Lys Glu Pro Arg Leu Gin Gin Leu Gly Leu Leu Glu 
15 10 15 

gag gaa cag ctg aga ggc ctt gga ttc cga cag act cga gga tac aag 96 
Glu Glu Gin Leu Arg Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys 
20 25 30 


age tta gca gtg tec aag gtc ccc age tec ata agt cag gaa caa tec 144 
Ser Leu Ala Val Ser Lys Val Pro Ser Ser lie Ser Gin Glu Gin Ser 
35 40 45 
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agg caa gac 
Arg Gin Asp 
50 

ggt gag etc 
Gly Glu Leu 
65 

acc cag ctg 
Thr Gin Leu 


cag gag ate 
Gin Glu lie 


ctt cca gag 
Leu Pro Glu 
115 

ctg aag get 
Leu Lys Ala 
130 

ate tac cag 
lie Tyr Gin 
145 

gag aaa tct 
Glu Lys Ser 

get gca gtg 
Ala Ala Val 


cag gag ctg 
Gin Glu Leu 
195 


gcg ate tac 
Ala lie Tyr 

tea gag aaa 
Ser Glu Lys 
70 

aag get gca 
Lys Ala Ala 
85 

tac cag gag 
Tyr Gin Glu 
100 

aaa tct aag 
Lys Ser Lys 

gca gtg ggt 
Ala Val Gly 

gag ctg act 
Glu Leu Thr 
150 

aag cag cag 
Lys Gin Gin 
165 

ggt gag ctt 
Gly Glu Leu 
180 

acc egg ctg 
Thr Arg Leu 


cag aac ctg 
Gin Asn Leu 
55 

tec aag ctg 
Ser Lys Leu 

gtg ggt gag 
Val Gly Glu 

ctg acc egg 
Leu Thr Arg 
105 

ctg cag gag 
Leu Gin Glu 
120 

gag ctt cca 
Glu Leu Pro 
135 

egg ctg aag 
Arg Leu Lys 

gag ate tac 
Glu lie Tyr 


cca gag aaa 
Pro Glu Lys 
185 

aag get gca 
Lys Ala Ala 
200 


acc cag ctt 
Thr Gin Leu 
60 

cag gag ate 
Gin Glu lie 
75 

ctt cca gag 
Leu Pro Glu 
90 

ctg aag get 
Leu Lys Ala 

ate tac cag 
lie Tyr Gin 


gag aaa tct 
Glu Lys Ser 
140 

get gca gtg 
Ala Ala Val 
155 

cag gag ctg 
Gin Glu Leu 
170 

tct aag cag 
Ser Lys Gin 


gtg ggt gag 
Val Gly Glu 


aaa get gca 
Lys Ala Ala 

tac cag gag 
Tyr Gin Glu 

aaa tct aag 
Lys Ser Lys 
95 

gca gtg ggt 
Ala Val Gly 
110 

gag ctg acc 
Glu Leu Thr 
125 

aag atg cag 
Lys Met Gin 


ggt gag ctt 
Gly Glu Leu 

acc egg ctg 
Thr Arg Leu 
175 

cag gag ate 
Gin Glu lie 
190 

ctt cca gag 
Leu Pro Glu 
205 


gtg 192 
Val 

ctg 240 
Leu 
80 

ctg 288 
Leu 


gag 336 
Glu 


tgg 384 
Trp 


gag 432 
Glu 


cca 480 

Pro 

160 

aag 528 
Lys 

tac 576 
Tyr 

aaa 624 
Lys 
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tct aag cag cag gag ate tac cag gag ctg acc cag ctg aag get gca 672 
Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala 
210 215 220 


gtg gaa cgc ctg tgc cac ccc tgt ccc tgg gaa tgg aca ttc ttc caa 72 0 

Val Glu Arg Leu Cys His Pro Cys Pro Trp Glu Trp Thr Phe Phe Gin 
225 230 235 240 


gga aac tgt tac ttc atg tct aac tec cag egg aac tgg cac gac tec 768 
Gly Asn Cys Tyr Phe Met Ser Asn Ser Gin Arg Asn Trp His Asp Ser 
245 250 255 


ate acc gee tgc aaa gaa gtg ggg gee cag etc gtc gta ate aaa agt 816 
He Thr Ala Cys Lys Glu Val Gly Ala Gin Leu Val Val He Lys Ser 
260 265 270 


get gag gag cag aac ttc eta cag ctg cag tct tec aga agt aac cgc 864 
Ala Glu Glu Gin Asn Phe Leu Gin Leu Gin Ser Ser Arg Ser Asn Arg 
275 280 285 


ttc acc tgg atg gga ctt tea gat eta aat cag gaa ggc acg tgg caa 912 
Phe Thr Trp Met Gly Leu Ser Asp Leu Asn Gin Glu Gly Thr Trp Gin 
290 295 300 


tgg gtg gac ggc tea cct ctg ttg ccc age ttc aag cag tat tgg aac 960 
Trp Val Asp Gly Ser Pro Leu Leu Pro Ser Phe Lys Gin Tyr Trp Asn 
305 310 315 320 


aga gga gag ccc aac aac gtt ggg gag gaa gac tgc gcg gaa ttt agt 1008 
Arg Gly Glu Pro Asn Asn Val Gly Glu Glu Asp Cys Ala Glu Phe Ser 
325 330 335 


ggc aat ggc tgg aac gac gac aaa tgt aat ctt gee aaa ttc tgg ate 1056 
Gly Asn Gly Trp Asn Asp Asp Lys Cys Asn Leu Ala Lys Phe Trp He 
340 345 350 


tgc aaa aag tec gca gee tec tgc tec agg gat gaa gaa cag ttt ctt 
Cys Lys Lys Ser Ala Ala Ser Cys Ser Arg Asp Glu Glu Gin Phe Leu 


1104 
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355 360 365 

tct cca gcc cct gcc acc cca aac ccc cct cct gcg tag 1143 

Ser Pro Ala Pro Ala Thr Pro Asn Pro Pro Pro Ala 

370 375 380 


<210> 23 
<211> 1083 
<212> DNA 
<213> H. sapiens 

<220> 

<220> 

<221> CDS 

<222> (1) . . . (1083) 

<400> 23 

atg agt gac tec aag gaa cca aga ctg cag cag ctg ggc etc ctg gtg 48 
Met Ser Asp Ser Lys Glu Pro Arg Leu Gin Gin Leu Gly Leu Leu Val 
15 10 15 

tec aag gtc ccc age tec ata agt cag gaa caa tec agg caa gac gcg 96 
Ser Lys Val Pro Ser Ser lie Ser Gin Glu Gin Ser Arg Gin Asp Ala 
20 25 30 


ate tac cag aac ctg acc cag ctt aaa get gca gtg ggt gag etc tea 144 
lie Tyr Gin Asn Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu Ser 
35 40 45 

gag aaa tec aag ctg cag gag ate tac cag gag ctg acc cag ctg aag 192 
Glu Lys Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr Gin Leu Lys 
50 55 60 

get gca gtg ggt gag ctt cca gag aaa tct aag ctg cag gag ate tac 240 
Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin Glu lie Tyr 
65 70 75 80 


RTS-0729US -25- PATENT 

cag gag ctg acc egg ctg aag get gca gtg ggt gag ctt cca gag aaa 2 88 

Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys 
85 90 95 

tct aag ctg cag gag ate tac cag gag ctg acc tgg ctg aag get gca 33 6 

Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr Trp Leu Lys Ala Ala 
100 105 110 

gtg ggt gag ctt cca gag aaa tct aag atg cag gag ate tac cag gag 384 
Val Gly Glu Leu Pro Glu Lys Ser Lys Met Gin Glu lie Tyr Gin Glu 
115 120 125 

ctg act egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag 432 
Leu Thr Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys 
130 135 140 

cag cag gag ate tac cag gag ctg acc egg ctg aag get gca gtg ggt 480 
Gin Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly 
145 150 155 160 

gag ctt cca gag aaa tct aag cag cag gag ate tac cag gag ctg acc 528 
Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr 
165 170 175 

egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag cag cag 57 6 

Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin 
180 185 190 

gag ate tac cag gag ctg acc cag ctg aag get gca gtg gaa cgc ctg 624 
Glu lie Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Glu Arg Leu 
195 200 205 

tgc cac ccc tgt ccc tgg gaa tgg aca ttc ttc caa gga aac tgt tac 672 
Cys His Pro Cys Pro Trp Glu Trp Thr Phe Phe Gin Gly Asn Cys Tyr 
210 215 220 


ttc atg tct aac tec cag egg aac tgg cac gac tec ate acc gee tgc 
Phe Met Ser Asn Ser Gin Arg Asn Trp His Asp Ser lie Thr Ala Cys 
225 230 235 240 


720 
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aaa gaa gtg ggg gcc cag etc gtc gta ate aaa agt get gag gag cag 768 
Lys Glu Val Gly Ala Gin Leu Val Val lie Lys Ser Ala Glu Glu Gin 
245 250 255 

aac ttc eta cag ctg cag tct tec aga agt aac cgc ttc acc tgg atg 816 
Asn Phe Leu Gin Leu Gin Ser Ser Arg Ser Asn Arg Phe Thr Trp Met 
260 265 270 

gga ctt tea gat eta aat cag gaa ggc acg tgg caa tgg gtg gac ggc 864 
Gly Leu Ser Asp Leu Asn Gin Glu Gly Thr Trp Gin Trp Val Asp Gly 
275 280 285 

tea cct ctg ttg ccc age ttc aag cag tat tgg aac aga gga gag ccc 912 
Ser Pro Leu Leu Pro Ser Phe Lys Gin Tyr Trp Asn Arg Gly Glu Pro 
290 295 300 

aac aac gtt ggg gag gaa gac tgc gcg gaa ttt agt ggc aat ggc tgg 960 
Asn Asn Val Gly Glu Glu Asp Cys Ala Glu Phe Ser Gly Asn Gly Trp 
305 310 315 320 

aac gac gac aaa tgt aat ctt gcc aaa ttc tgg ate tgc aaa aag tec 1008 
Asn Asp Asp Lys Cys Asn Leu Ala Lys Phe Trp lie Cys Lys Lys Ser 
325 330 335 

gca gcc tec tgc tec agg gat gaa gaa cag ttt ctt tct cca gcc cct 1056 
Ala Ala Ser Cys Ser Arg Asp Glu Glu Gin Phe Leu Ser Pro Ala Pro 
340 345 350 

gcc acc cca aac ccc cct cct gcg tag 1083 
Ala Thr Pro Asn Pro Pro Pro Ala 
355 360 


<210> 24 
<211> 1315 
<212> DNA 
<213> H. sapiens 
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<220> 


<220> 
<221> CDS 

<222> (101) . . . (1315) 
<400> 24 

atgagtgact ccaaggaacc aagactgcag cagctgggcc tcctgggtga ggctgggttg 60 


ggacgctggg attctgggaa gggggaaggg atggccagcc atg gcc tea gec tgc 115 

Met Ala Ser Ala Cys 
1 5 

cca ggc tct gat ttc acg tct ate cat tea gag gag gaa cag ctg aga 163 
Pro Gly Ser Asp Phe Thr Ser lie His Ser Glu Glu Glu Gin Leu Arg 
10 15 20 


ggc ctt gga ttc cga cag act cga gga tac aag age tta gca ggg tgt 211 
Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys Ser Leu Ala Gly Cys 
25 30 35 


ctt ggc cat ggt ccc ctg gtg ctg caa etc etc tec ttc acg etc ttg 259 
Leu Gly His Gly Pro Leu Val Leu Gin Leu Leu Ser Phe Thr Leu Leu 
40 45 50 


get ggg etc ctt gtc caa gtg tec aag gtc ccc age tec ata agt cag 307 
Ala Gly Leu Leu Val Gin Val Ser Lys Val Pro Ser Ser lie Ser Gin 
55 60 65 


gaa caa tec agg caa gac gcg ate tac cag aac ctg ace cag ctt aaa 355 
Glu Gin Ser Arg Gin Asp Ala lie Tyr Gin Asn Leu Thr Gin Leu Lys 
70 75 80 85 


get gca gtg ggt gag etc tea gag aaa tec aag ctg cag gag ate tac 403 
Ala Ala Val Gly Glu Leu Ser Glu Lys Ser Lys Leu Gin Glu lie Tyr 
90 95 100 

cag gag ctg acc cag ctg aag get gca gtg ggt gag ctt cca gag aaa 451 
Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys 
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105 110 115 

tct aag ctg cag gag ate tac cag gag ctg acc egg ctg aag get gca 499 
Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala 
120 125 130 

gtg ggt gag ctt cca gag aaa tct aag ctg cag gag ate tac cag gag 547 
Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin Glu lie Tyr Gin Glu 
135 140 145 

ctg acc tgg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag 595 
Leu Thr Trp Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys 
150 155 160 165 

atg cag gag ate tac cag gag ctg act egg ctg aag get gca gtg ggt 643 
Met Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly 
170 175 180 

gag ctt cca gag aaa tct aag cag cag gag ate tac cag gag ctg acc 691 
Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr 
185 190 195 

egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag cag cag 739 
Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin 
200 205 210 

gag ate tac cag gag ctg acc egg ctg aag get gca gtg ggt gag ctt 787 
Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu Leu 
215 220 225 

cca gag aaa tct aag cag cag gag ate tac cag gag ctg acc cag ctg 835 
Pro Glu Lys Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr Gin Leu 
230 235 240 245 

aag get gca gtg gaa cgc ctg tgc cac ccc tgt ccc tgg gaa tgg aca 883 
Lys Ala Ala Val Glu Arg Leu Cys His Pro Cys Pro Trp Glu Trp Thr 
250 255 260 


ttc ttc caa gga aac tgt tac ttc atg tct aac tec cag egg aac tgg 931 
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Phe Phe Gin Gly Asn Cys 
265 

cac gac tec ate ace gee 
His Asp Ser lie Thr Ala 
280 

ate aaa agt get gag gag 
lie Lys Ser Ala Glu Glu 
295 

agt aac cgc ttc ace tgg 
Ser Asn Arg Phe Thr Trp 
310 315 

acg tgg caa tgg gtg gac 
Thr Trp Gin Trp Val Asp 
330 

tat tgg aac aga gga gag 
Tyr Trp Asn Arg Gly Glu 
345 

gaa ttt agt ggc aat ggc 
Glu Phe Ser Gly Asn Gly 
360 

ttc tgg ate tgc aaa aag 
Phe Trp lie Cys Lys Lys 
375 

cag ttt ctt tct cca gee 
Gin Phe Leu Ser Pro Ala 
390 395 


Tyr Phe Met Ser Asn Ser 
270 

tgc aaa gaa gtg ggg gee 
Cys Lys Glu Val Gly Ala 
285 

cag aac ttc eta cag ctg 
Gin Asn Phe Leu Gin Leu 
300 305 

atg gga ctt tea gat eta 
Met Gly Leu Ser Asp Leu 
320 

ggc tea cct ctg ttg ccc 
Gly Ser Pro Leu Leu Pro 
335 

ccc aac aac gtt ggg gag 
Pro Asn Asn Val Gly Glu 
350 

tgg aac gac gac aaa tgt 
Trp Asn Asp Asp Lys Cys 
365 

tec gca gee tec tgc tec 
Ser Ala Ala Ser Cys Ser 
380 385 

cct gee ace cca aac ccc 
Pro Ala Thr Pro Asn Pro 
400 


Gin Arg Asn Trp 
275 

cag etc gtc gta 979 

Gin Leu Val Val 

290 

cag tct tec aga 1027 
Gin Ser Ser Arg 

aat cag gaa ggc 1075 
Asn Gin Glu Gly 
325 

age ttc aag cag 1123 
Ser Phe Lys Gin 
340 

gaa gac tgc gcg 1171 
Glu Asp Cys Ala 
355 

aat ctt gee aaa 1219 

Asn Leu Ala Lys 

370 

agg gat gaa gaa 12 67 
Arg Asp Glu Glu 

cct cct gcg tag 1315 
Pro Pro Ala 


<210> 25 
<211> 994 


RTS-0729US -30- PATENT 

<212> DNA 

<213> H. sapiens 

<220> 

<220> 
<221> CDS 

<222> (101) . . . (994) 
<400> 25 

atgagtgact ccaaggaacc aagactgcag cagctgggcc tcctgggtga ggctgggttg 60 

ggacgctggg attctgggaa gggggaaggg atggccagcc atg gcc tea gec tgc 115 

Met Ala Ser Ala Cys 
1 5 

cca ggc tct gat ttc acg tct ate cat tea gag gag gaa cag ctg aga 163 
Pro Gly Ser Asp Phe Thr Ser lie His Ser Glu Glu Glu Gin Leu Arg 
10 15 20 

ggc ctt gga ttc cga cag act cga gga tac aag age tta gca gtg tec 211 
Gly Leu Gly Phe Arg Gin Thr Arg Gly Tyr Lys Ser Leu Ala Val Ser 
25 30 35 


aag gtc ccc age tec ata agt cag gaa caa tec agg caa gac gcg ate 2 59 

Lys Val Pro Ser Ser lie Ser Gin Glu Gin Ser Arg Gin Asp Ala lie 
40 45 50 

tac cag aac ctg ace cag ctt aaa get gca gtg ggt gag etc tea gag 307 
Tyr Gin Asn Leu Thr Gin Leu Lys Ala Ala Val Gly Glu Leu Ser Glu 
55 60 65 

aaa tec aag ctg cag gag ate tac cag gag ctg acc cag ctg aag get 355 
Lys Ser Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr Gin Leu Lys Ala 
70 75 80 85 


gca gtg ggt gag ctt cca gag aaa tct aag ctg cag gag ate tac cag 
Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Leu Gin Glu lie Tyr Gin 
90 95 100 


403 


RTS-0729US 


-31- 


PATENT 


gag ctg acc egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct 451 
Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser 
105 110 115 


aag ctg cag gag ate tac cag gag ctg acc tgg ctg aag get gca gtg 499 
Lys Leu Gin Glu lie Tyr Gin Glu Leu Thr Trp Leu Lys Ala Ala Val 
120 125 130 


ggt gag ctt cca gag aaa tct aag atg cag gag ate tac cag gag ctg 547 
Gly Glu Leu Pro Glu Lys Ser Lys Met Gin Glu lie Tyr Gin Glu Leu 
135 140 145 


act egg ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag cag 595 
Thr Arg Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin 
150 155 160 165 


cag gag ate tac cag gag ctg acc egg ctg aag get gca gtg ggt gag 643 
Gin Glu lie Tyr Gin Glu Leu Thr Arg Leu Lys Ala Ala Val Gly Glu 
170 175 180 


ctt cca gag aaa tct aag cag cag gag ate tac cag gag ctg acc egg 691 
Leu Pro Glu Lys Ser Lys Gin Gin Glu lie Tyr Gin Glu Leu Thr Arg 
185 190 195 

ctg aag get gca gtg ggt gag ctt cca gag aaa tct aag cag cag gag 739 
Leu Lys Ala Ala Val Gly Glu Leu Pro Glu Lys Ser Lys Gin Gin Glu 
200 205 210 


ate tac cag gag ctg acc cag ctg aag get gca gtg gaa cgc ctg tgc 787 
lie Tyr Gin Glu Leu Thr Gin Leu Lys Ala Ala Val Glu Arg Leu Cys 
215 220 225 


cac ccc tgt ccc tgg gaa tgg aca ttc ttc caa gga aac tgt tac ttc 835 
His Pro Cys Pro Trp Glu Trp Thr Phe Phe Gin Gly Asn Cys Tyr Phe 
230 235 240 245 


atg tct aac tec cag egg aac tgg cac gac tec ate acc gee tgc aaa 
Met Ser Asn Ser Gin Arg Asn Trp His Asp Ser lie Thr Ala Cys Lys 


883 


RTS-0729US 


-32- 


PATENT 


250 


255 


260 


gaa gtg ggg gcc cag etc gtc gta ate aaa agt get gag gag cag ctt 


931 


Glu Val Gly Ala Gin Leu Val Val lie Lys Ser Ala Glu Glu Gin Leu 


265 


270 


275 


caa gca gta ttg gaa cag agg aga gcc caa caa cgt tgg gga gga aga 
Gin Ala Val Leu Glu Gin Arg Arg Ala Gin Gin Arg Trp Gly Gly Arg 


979 


280 


285 


290 


ctg cgc gga att tag 


994 


Leu Arg Gly lie 
295 

<210> 26 
<211> 2328 
<212> DNA 
<213> H. sapiens 

<220> 
<400> 26 

ttttcgagat ggagtttcac tettgtcget caggctggag tgccatggcg cgatcttggc 60 

tcactgcaac ctctgcctcc cgggttcaag tggttctcct gcctcagcct cacgagtagc 12 0 

tggaattaca ggcaggcgcc accagacccg gctaattttt tgtattttta gtacagatgg 180 

ggtttctccg tgttggtcag gctggtcttg aactcccgac ctcagatgat ctgcccgcct 240 

cggcctccca aaattgctgg gattacaggt gtgagccacc gcgcctggcc tattattttt 300 

ttgtaagaat aaaacaggtt tactgggatt tgggactctg aacagttctg tctctactac 3 60 

ctgatctcct cctaccacga ctttgggatc tagaggagct ttggctccgg ctgtgacggc 420 


tccggccgtt ctcactgcgg ctgcaccggc ccccgctgcg gtcactattt cttcctctgc 480 


RTS-0729US -33- PATENT 

ttggtgaatt gtgcctctcc tggctctttg acatgtgcta gtgagatttc ttccttttcc 540 

tttcggattc cccatttctt ttgtaggaat gatctggact agggttctcc ttccccgcag 600 

cctgtagtat tcatcgtggt ggcccatcct ctctctcccc ttggagctct tgccaaagga 660 

ggagacaagc agaggtctct attggatttc tcaacacctg aagaaagttg cagtgttttc 72 0 

ctcttggaca ttgttgtatt tcaaataaac cacaaatcat cattttccac cgagccactg 780 

ggcagaattc acactgaagc tgtcgtcctg cgtacatacc atcgtccgtt aaacagagaa 840 

agagctgctt ggcattcttc ttccgactgg tactgaacat atatacttgc ccctcaggtg 900 

aggttccaag ttgcaactga ccttgaactg aatcactctc cccacgttat tttttaatta 960 

ctattttttt ttaaagatgg ggtcttgctc tgtcgccagg ctggagtgca gtggcgcgat 1020 

ctaggctcac tgcaacttcc gcctcccggg ttcaagcgat tctcctgcct cagcctcccg 1080 

agtagctggg actctactaa aagtacaaaa attagctggc gtgcaccacc gcgcccagct 1140 

aattcttgta tttttggtag agacggggtt tcaacatgtt gaccaggatg gtctcgatct 1200 

cttgacctcg tgattcgccc gccgcgtcct cccaaagtgc tgggattaca ggcctgagcc 1260 

accgcgccca gtctctcccc acgttcttga actcgggcag cacatcctca cagaaatcat 1320 

gtgaacatct atctccaaat ctgcaagctc ctgttttact gtagaaggga caattaactc 1380 

catccttctc catgactctg aaatccaagg gggggttccg ggttttgcca tgtggcgcca 1440 

ttttccaact cattttcagc ctgatccagc atcttctgga cagcttccgg tttttgtttc 1500 

ttctgtcgtt tctgttcctc ctcctctctc tctttcctct gctgttcttc ccattgttcc 1560 

tttaactttc gctcttgttc ttgccgtttt ctagccacct cttccttttc cttctttatt 1620 


RTS-0729US -34- PATENT 

ctgaattctt cttgtgcctt ctgctctctc agcaaccact cctcatgtaa tctttgcctc 1680 

tctcttcccc atagcttttc tagttgttgt ttttcaataa aagtgtcctc ctctttctgt 1740 

gagagtcctg agtccctcag tggagcaagt tcctgctggc gtttctttcg tttctccttc 1800 

ttcagggcgg ccctgtactt tttgtggctt ggtttctctg gaaatgtcac cttttcgggc 1860 

gcagccatct tgccggcacc gccccgcccc tctagttgta tcctttataa taaactggta 1920 

aacattgtaa ccgcagattc agcccaatct ggttcaactt tgtgtaataa aatggcgagt 1980 

tgtttttcag ttgtcgtgga cccccaggtt gcaagttaca taccctgggc atgtccagat 2040 

gaacgaagcg tgcaaatcca cgtggaacct aagtgctcag actgaggaac agggactgag 2100 

ttaagaagtg gacaccacgt ggcatgatcc ttgatccaat cagattgagc cctggcgtga 2160 

tccagtcaga tcaagcctcc tgaatcccct cattacaaga tccaatcata tcatgcctca 2220 

ctaccctctg tatataaaat ctgccccagc ctccaacttg gagagacaga tttgggccag 2280 

actcctgtgt ccttgcttgg ctgccttgca ataaattttt ctctctac 2328 


<210> 27 
<211> 8351 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 27 

agcaggaatt cccaaaaatg aggacagcag cagctcaaag caggaaagcc aggaggtcac 60 

aggggacagt gcttccagga actgggggtg ctacctgcct acccttgccc tagtggaggg 120 

ggtgtaacac agtagctttc tcttacaatt tatcagattt cattaaaagc atcccactgc 180 


RTS-0729US -35- PATENT 

tcagccatcc atgagtggat gagtccttct ccctgtcaac cccagaccat cccccactgc 240 

ctccctgaaa ttcttgaaag atccggccca tctcatgctc tgatgctttc cactagtctt 300 

ttggatgaca gatccctacc caacttcctg tttctctttc tgtgggagac tagatttagg 360 

aagtaaagat cacagggtgg gaaataaaag ctgtggcccc caggagttct ggacactggg 42 0 

ggagagtggg gtgacatgag tgactccaag gaaccaagac tgcagcagct gggcctcctg 480 

ggtgaggctg ggttgggacg ctgggattct gggaaggggg aagggatggc cagccatggc 540 

ctcagcctgc ccaggctctg atttcacgtc tatccattca gaggaggaac agctgagagg 600 

ccttggattc cgacagactc gaggatacaa gagcttagca ggtagagagg acttagcagt 660 

ttgggaggag agacgagaga ctcctggact cctgggtcct gaggagctgg acgctggggc 720 

ctggactctt gggtcctggg gatgtggggc taggggcctg gactcctggg acctgaggag 780 

gttgagtttg gggcctgaat tcctggttcc tgggaaggtg gaggctgggg ccaagactcc 840 

tgggttctgg ggaggtagaa gttgaagcct gggttcctgg gtcctgggga ggtggggtca 900 

ggggcctaga ctcctgggtc ctggagaggt gggggcctgg gcctggactc ctgggtcatg 960 

gggaggtggg gacttgggcc tgggttcctg ggacctgggg atgtaggggc tgggacccag 102 0 

attcttgggt cttggggagg tgggagcagg tacctgggtt actgggacct ggggaagggg 1080 

aggctgggtc ctgggtccct gggtcctggg gaggtgggag ctgggggcct gggttccagg 1140 

gacctgggaa tgtagaggct ggggcctgga ttcctgggtc ctggggaggt ggaagcaggt 1200 

acctggttcc tgggacctgg ggaaggggag gctggggacg gggtccctgg gtcctgggga 1260 

ggttagagct agggcctgga ttcccaggtg ttggagtgga gggggctggg gctggggttc 1320 


RTS-0729US -36- PATENT 

ctgggtcctg gggtgctgag ggatttagac caggctctcc ctgggccagg ctccggtggg 1380 

gacactggca ggctgacgca tgtatcctct ctcagggtgt cttggccatg gtcccctggt 1440 

gctgcaactc ctctccttca cgctcttggc tgggctcctt gtccaaggtc aggggcaggt 1500 

tctgagggtc tggggtcccc acgcctggct tttggctgtg gacacagcct ggggctgcca 1560 

gatctgggag ggaggtggga ctgagagcca agatgttgtc cctgggggtc tgtaggggcc 1620 

tctcccacag cccctcccca ctctagggca ggacaggaga gggaggagga ggaggacagg 1680 

aagaatctgg ctctccttgg ccttctgtgc tgccttctcc aggtgtcagt tttcttcatc 1740 

ttcaaagggg attaaccaag accttggctc tcacaaatga tgtccctatg gggctcagtt 1800 

caaggcttgg cacacagtag gtgtttaata attgcagttc cttttttttc ttggcccagt 1860 

gtccaaggtc cccagctcca taagtcagga acaatccagg caagacgcga tctaccagaa 1920 

cctgacccag cttaaagctg cagtgggtga gctctcagag aaatccaagc tgcaggagat 1980 

ctaccaggag ctgacccagc tgaaggctgc agtgggtgag cttccagaga aatctaagct 2040 

gcaggagatc taccaggagc tgacccggct gaaggctgca gtgggtgagc ttccagagaa 2100 

atctaagctg caggagatct accaggagct gacctggctg aaggctgcag tgggtgagct 2160 

tccagagaaa tctaagatgc aggagatcta ccaggagctg actcggctga aggctgcagt 2220 

gggtgagctt ccagagaaat ctaagcagca ggagatctac caggagctga cccggctgaa 2280 

ggctgcagtg ggtgagcttc cagagaaatc taagcagcag gagatctacc aggagctgac 2340 

ccggctgaag gctgcagtgg gtgagcttcc agagaaatct aagcagcagg agatctacca 2400 

ggagctgacc cagctgaagg ctgcagtggg tgagtatctg gaaccagggc ttcttgggcc 2460 

tgagatggtc gttgtgtggt gtgagtttgc ttgagtcact gaccctgcct gagcaagttt 2520 


RTS-0729US -37- PATENT 

cctcatctgt gaaatgagaa cacagggtaa ctgtgatcat tgccctcagt gttcacagtg 2580 

ggccaggtac acaacaggca ctcagttaag ccagtctcct gccttctgtt ctgagttcta 2640 

aagccccaac ttctcctagt ctggaggaga tggggccagg actcctgggt tctcatgggg 2700 

atgggggagg gtctcgggaa gtggggaggg gaatggtcta cccggcgtgg acagtcaagg 2760 

aaggactctg actctcaaga ccttgaaggc tgggcaggta caggaatatg gacaacctaa 2820 

tctaagccca gccctgacca gcctccccca acagaacgcc tgtgccaccc ctgtccctgg 2880 

gaatggacat tcttccaagg aaactgttac ttcatgtcta actcccagcg gaactggcac 2940 

gactccatca ccgcctgcaa agaagtgggg gcccagctcg tcgtaatcaa aagtgctgag 3000 

gagcaggtac acctggtggg ggtccccgtc ctggcctagg gcatggcttc tggccaactg 3060 

gggaggaggt gctcagagat gactttgcag aagaggggtt ttgctccact tggaaagaag 3120 

ggaggagaag gatatgaatg agggagtctc aagtaccctt agagcagata caaaccaaat 3180 

ctgaacatgt gtgaatgctc cggaaaaaaa catcaaatgt aagcaaaccc ctgcagcatg 3240 

ctgcaagagg ttaacaacca gctctctgga ggaagaagtc ctgatgggtc gtgtttgcca 3300 

gtttccctgg tgtaaatatt cccatggtgg ctgatttcaa gctgtcgttg tgatgtcact 3360 

cagtgcagag ctgaaaggag atgtgcatga ccagcagtta ggaaatggtt gcctctggct 3420 

ccaacacatt aagcccagtt atgagtaaat gtgcatggac atgcacagaa catgtgaaat 3480 

ggataaacat gcagtattag caagagggtg tgaggagagg ccagctgtgc atggatgtgt 3540 

gcatgtcagg acacatgtgc cgtgggatac acatgtgaga gggactcaga cacgaggggg 3600 

ctcaggacct agtataccag aaggctgtag gttagcctac aagcagaact tcctaccaag 3660 


RTS-0729US -38- PATENT 

agatggggag acagagcctg gaaaatggga agcagagctc cctcctgact cctcctgtac 3720 

cctccagaac ttcctacagc tgcagtcttc cagaagtaac cgcttcacct ggatgggact 3780 

ttcagatcta aatcaggaag gcacgtggca atgggtggac ggctcacctc tgttgcccag 3840 

gtagatctca gaaggggcac cctatccact ggggctggaa ttgtgaaact ctgatttgaa 3900 

ctttccctgg ggatcctccc caactccctg acaccctaga cccaagaatc tggaggtttt 3960 

actgagttga ggaaggtggt cttcataccc acttccagac agcatggcag gtgcctagaa 402 0 

ttccaccagc agagctgcag gaggagcctg ccaccgggga ggtgtattaa aatataatgt 4080 

attaatagga agtctgaggt ccagtaaggc caccagctca ggagacacct gccattgtga 4140 

atagcttctc atatacacag atccctagag agaggacaca tcacagctgg gggccacctg 4200 

gggaagcacc agggtctgtt atgagtcaga gtggtgggga ggggggactg tgggccagag 4260 

cctttattat ggtttctgtg gaaaggaaag gtcaaggcca ggtgaacagg cttaggattg 432 0 

ggaagtgtga agcatttttt gggctctggg gcacaggggc tgcccctcgc tgtctgacac 4380 

ctggccttgg ggtgattagt acaggatagt ggcttggagt acaagagccc agtaaggcag 4440 

gtcgctggag gtgtggactc cagactggtt ggcttgtatt tgaaaatcac acactcaata 4500 

ggtggagtcc acccaaggac aggttgtgag aagagaggca ggaactcaag gcatcgtgag 456 0 

tcaggcatat tatcaggtat gcagagggat tcaagtccag catacacacg cagggcagat 462 0 

gttaaggcat caagatgaca gaaggtagaa acacagctca tgtagctggc ggggacagag 4680 

gctcacattc cgcatgggct ttgcagcttc aagcagtatt ggaacagagg agagcccaac 4740 

aacgttgggg aggaagactg cgcggaattt agtggcaatg gctggaacga cgacaaatgt 4800 

aatcttgcca aattctggat ctgcaaaaag tccgcagcct cctgctccag ggatgaagaa 4860 


RTS-0729US -39- PATENT 

cagtttcttt ctccagcccc tgccacccca aacccccctc ctgcgtagca gaacttcacc 4920 

cccttttaag ctacagttcc ttctctccat ccttcgacct tcacaaaatc tctgggactg 4980 

ttctttgtca gattcttcct cctttagaag gctgggtccc attctgtcct tcttgtcatg 5040 

cctccaattt cccctggtgt agagcttgtt tttctggccc atccttggag ctttatgagt 5100 

gagctggtgt gggatgcctt tgggggtgga cttgtgttcc aagaatccac tctctcttcc 5160 

ttttggagat taggatattt gggttgccat gtgtagctgc tatgtcccct ggggcgttat 5220 

cttatacatg caaacctacc atctgttcaa cttccaccta ccacctcctg cacccctttg 5280 

atcggggact tactggttgc aagagctcat tttgcaggct ggaagcacca gggaattaat 5340 

tcccccagtc aaccaatggc acccagagag ggcatggagg ctccacgcaa ccccttccac 5400 

ccccacatct tcctttgtct tatacatggc ttccatttgg ctgtttctaa gttgtattct 5460 

ttattttatt attattatta ctatttttcg agatggagtt tcactcttgt cgctcaggct 5520 

ggagtgccat ggcgcgatct tggctcactg caacctctgc ctcccgggtt caagtgattc 5580 

tcctgcctca gcctcacgag tagctggaat tacaggcagg cgccaccaga cccggctaat 5640 

tttttgtatt tttagtacag atggggtttc tccgtgttgg tcaggctggt cttgaactcc 5700 

cgacctcaga tgatctgccc gcctcggcct cccaaaattg ctgggattac aggtgtgagc 5760 

caccgcgcct ggcctattat tttttgtaag aataaaacag gtttattggg atttgggact 5820 

ctgaacagtt ctgtctctac tacctgatct cctcctacca cgactttggg atctagagga 5880 

gctttggctc cggctgtgac ggctccggcc gttctcactg cggctgcacc ggcccccgct 5940 

gcggtcacta tttcttcctc tgctaggtga attgtgcctc tcctggctct ttgacatgtg 6000 


RTS-0729US -40- PATENT 

ctagtgagat ttcttccttt tcctttcgga ttccccattt cttttgtagg aatggtctgg 6060 

actagggttc tccttccccg cagcctgtag tattcatcgt ggtggcccac cctctctctc 6120 

cccttggagc tcttgccaaa ggaggagaca agcagaggtc tctattggat ttctcaacac 6180 

ctgaagaaag ttgcagtgtt ttcctcttgg acattgttgt atttcaaata aaccacaaat 6240 

catcattttc caccgagcca ctgggcagaa ttcacactga agctgtcgtc ctgcgtacat 6300 

accatcgtcc gttaaacaga gaaagagctg cttggcattc ttcttccgac tggtactgaa 6360 

catatatact tgcccctcag gtgaggttcc aagttgcaac tgaccttgaa ctgaatcact 6420 

ctccccacgt tattttttaa ttactatttt tttttaaaga tggggtcttg ctctgtcgcc 6480 

aggctggagt gcagtggcgc gatctaggct cactgcaact tccgcctccc gggttcaagc 6540 

gattctcctg cctcagcctc ccgagtagct gggactccac taaaagtaca aaaattagct 6600 

gggcgtgcac cactgcgccc agctaattct tgtatttttg gtagagacgg ggtttcaaca 6660 

tgttgaccag gatggtctcg atctcttgac ctcgtgattc gcccgccgcg tcctcccaaa 6720 

gtgctgggat tacaggcctg agccaccgcg cccagtctct ccccacgttc ttgaactcgg 6780 

gcagcacatc ctcacagaaa tctaggaact gttggtaggt ttcttcctcg ctgtactcca 6840 

ggcttgcttc ggagtcatag tcatccctcc tgcactgctc ctttccaaac actgtaaaca 6900 

tgcttttaat aagaagggta ggactggatg ttgggaaatc atgtgaacat ctatctccaa 6960 

atctgcaagc tcctgtttta ctgtagaagg gacaattaac tccatccttc tccatgactc 7020 

tgaaatccaa gggggggttc cgggttttgc catgtggcgc cattttccaa ctcattttca 7080 

gcctgatcca gcatcttctg gacagcttcc ggtttttgtt tcttctgtcg tttctgttcc 7140 

tcctcctctc tctctttcct ctgctgttct tcccattgtt cctttaactt tcgctcttgt 7200 


RTS-0729US -41- PATENT 

tcttgccgtt ttctagccac ctcttccttt tccttcttta ttctgaattc ttcttgtgcc 7260 

ttctgctctc tcagcaacca ctcctcatgt aatctttgcc tctctcttcc ccatagcttt 7320 

tctagttgtt gtttttcaat aaaagtgtcc tcctctttct gtgagagtcc tgagtccctc 7380 

agtggagcaa gttcctgctg gcgtttcttt cgtttctcct tcttcagggc ggccctgtac 7440 

tttttgtggc ttggtttctc tggaaatgtc accttttcgg gcgcagccat cttgccggca 7500 

ccgccccgcc cctctagttg tatcctttat aataaactgg taaacattgt aaccgcagat 7560 

tcagcccaat ctggttcaac tttgtgtaat aaaatggcga gttgtttttc agttgtcgtg 7620 

gacccccagg ttgcaagtta cataccctgg gcatgtccag atgaacgaag cgtgcaaatc 7680 

cacgtggaac ctaagtgctc agaccgagga acagggactg agttaagaag tggacaccac 7740 

gtggcatgat ccttgatcca atcagattga gccctggcgt gatccagtca gatcaagcct 7800 

cctgaatccc ctcattacaa gatccaatca tatcatgcct cactaccctc tgtatataaa 7860 

atctgcccca gcctccaact tggagagaca gatttgggcc agactcctgt gtccttgctt 7920 

ggctgccttg caataaattt ttctctctac aaaaccccag tgcttcagtg tttggttttc 7980 

cactgtgagc cagggaactg acccaattta gttcggcaac aacataagca aaatgttttc 8040 

ccgagttctc taaatcattc taggaaatta ctgaacttga gatggactta tgggaagcca 8100 

caattttttg ccagcctggc agaagtgtgg gtagacagtg caaagactgt ctttgcacct 8160 

ggcatctgaa gcagggtcag tcttttggga cctagccctt taatttgtgg aatgtggtgc 8220 

taactccagg aagctagtgt tagaattaga gaatttcttt ggtgtaaata agacaccaca 8280 

aacatcactt cctttctact gatgttgacc ccaaagatgc accttcataa acagcttgca 8340 


RTS-0729US 

agctaaattc c 

<210> 28 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 

<223> Ant i sense Compound 
<400> 28 

tcccccagtg tccagaactc 2 0 

<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 29 

gagtcactca tgtcacccca 20 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


-42- PATENT 

8351 


<400> 30 


RTS-0729US 

gctgttcctc ctccaggagg 

<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 31 

tcgagtctgt cggaatccaa 2 0 


-43- PATENT 

20 


<210> 32 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 32 

caccctgcta agctcttgta 20 


<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 33 


RTS-0729US 

tggacaagga gcccagccaa 


-44- 


PATENT 

20 


<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 34 

tcttagattt ctctggaagc 20 


<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 35 

tgcttgaagc tgggcaacag 20 


<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 36 


RTS-0729US 

aatactgctt gaagctgggc 


-45- 


PATENT 

20 


<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 37 

atccagaatt tggcaagatt 2 0 


<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 38 

gaaggaactg tagcttaaaa 20 


<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 


<220> 


<223> Antisense Compound 


<400> 39 


RTS-0729US -46- PATENT 

aatctgacaa agaacagtcc 2 0 


<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 40 

cttctaaagg aggaagaatc 2 0 


<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 41 

ggacccagcc ttctaaagga 2 0 


<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 42 


RTS-0729US 

tcttggaaca caagtccacc 


-47- 


PATENT 

20 


<210> 43 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 43 

ggcaacccaa atatcctaat 2 0 


<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 44 

gtaagtcccc gatcaaaggg 2 0 


<210> 45 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 45 


RTS-0729US 

cctctagatc ccaaagtcgt 


-48- 


PATENT 

20 


<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 46 

gccaaagctc ctctagatcc 20 


<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 47 

agccgtcaca gccggagcca 2 0 


<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 48 


RTS-0729US 

gcagccgcag tgagaacggc 


-49- 


PATENT 

20 


<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 49 

tcaaagagcc aggagaggca 20 


<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 50 

gagaacccta gtccagacca 2 0 


<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 51 


RTS-0729US 

gatgaatact acaggctgcg 

<210> 52 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 

<223> Antisense Compound 
<400> 52 

gggccaccac gatgaatact 20 


-50- PATENT 

20 


<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 53 

gagacctctg cttgtctcct 20 


<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 54 


RTS-0729US 

tgagaaatcc aatagagacc 

<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 55 

ttcttcaggt gttgagaaat 20 

<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 56 

ggtttatttg aaatacaaca 20 

<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


-51- PATENT 

20 


<400> 57 


RTS-0729US 

gcttcagtgt gaattctgcc 


-52- 


PATENT 

20 


<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 58 

agcagctctt tctctgttta 20 


<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 


<220> 


<223> Antisense Compound 
<400> 59 

atatatgttc agtaccagtc 20 


<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 60 


RTS-0729US 

agttcaaggt cagttgcaac 


-53- 


PATENT 

20 


<210> 61 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 61 

gagagtgatt cagttcaagg 20 


<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 62 

cccgagttca agaacgtggg 20 


<210> 63 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 63 


RTS-0729US 

ctgtgaggat gtgctgcccg 


-54- 


PATENT 

20 


<210> 64 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 64 

acagttccta gatttctgtg 20 


<210> 65 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 65 

tgcaggaggg atgactatga 20 


<210> 66 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 66 


RTS-0729US 

aaagcatgtt tacagtgttt 


-55- 


PATENT 

20 


<210> 67 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 67 

ccttcttatt aaaagcatgt 20 


,<210> 68 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 68 

atgttcacat gatttcccaa 20 


<210> 69 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 69 


RTS-0729US 

gagcttgcag atttggagat 


-56- 


PATENT 

20 


<210> 70 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 70 

tctacagtaa aacaggagct 2 0 


<210> 71 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 71 

aaagattaca tgaggagtgg 2 0 


<210> 72 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 72 


RTS-0729US 

actctcacag aaagaggagg 


-57- 


PATENT 

20 


<210> 73 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 73 

ccactgaggg actcaggact 20 


<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 74 

gggccgccct gaagaaggag 20 


<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 75 


RTS-0729US 

gatggctgcg cccgaaaagg 


-58- 


PATENT 

20 


<210> 76 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 76 

ccggcaagat ggctgcgccc 2 0 


<210> 77 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 77 

gggctgaatc tgcggttaca 20 


<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 78 


RTS-0729US 

tttgcacgct tcgttcatct 

<210> 79 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 79 

gttcctcagt ctgagcactt 2 0 

<210> 80 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 80 

tcagtccctg ttcctcagtc 20 

<210> 81 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


-59- PATENT 

20 


<400> 81 


RTS-0729US 

cacttcttaa ctcagtccct 


-60- 


PATENT 

20 


<210> 82 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 82 

gatctgactg gatcacgcca 2 0 


<210> 83 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 83 

tcaggaggct tgatctgact 20 


<210> 84 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 84 


RTS-0729US 

ttctggaaga ctgctcctca 


-61- 


PATENT 

20 


<210> 85 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 85 

gcgttccact gcagccttca 20 


<210> 86 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 86 

tctggattgt tcctgactta 20 


<210> 87 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 87 


RTS-0729US 

accttggaca ctgctaagct 


-62- 


PATENT 

20 


<210> 88 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 88 

accttggaca ccaggaggcc 20 


<210> 89 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Ant i sense Compound 
<400> 89 

gctgttcctc ctctgaatgg 20 


<210> 90 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 90 


RTS-0729US 

ctgcttgaag ctgctcctca 


-63- 


PATENT 

20 


<210> 91 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 91 

tgttcacatg atttctgtga 20 


<210> 92 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 92 

tgttcctcct ctgaatggat 20 


<210> 93 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 93 


RTS-0729US 

tcctctctac ctgctaagct 


-64- 


PATENT 

20 


<210> 94 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 94 

tgcccctgac cttggacaag 20 


<210> 95 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 95 

gcctggattg ttcctgactt 20 


<210> 96 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 96 


RTS-0729US 

agatttctct ggaagctcac 

<210> 97 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 97 

ctcctggtag atctcctgca 20 


-65- PATENT 

20 


<210> 98 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 98 

ggaagctcac ccactgcagc 20 


<210> 99 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 99 


RTS-0729US 

ccaggtgtac ctgctcctca 


-66- 


PATENT 

20 


<210> 100 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 100 

tgagtgacat cacaacgaca 2 0 


<210> 101 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 101 

ttctggaaga ctgcagctgt 2 0 


<210> 102 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 102 


RTS-0729US 

agctgctgca gtcttggttc 


-67- 


PATENT 

20 


<210> 103 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 103 

caagacaccc tgctaagctc 20 


<210> 104 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 104 

atggccaaga caccctgcta 2 0 


<210> 105 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 105 


RTS-0729US 

gaggagttgc agcaccaggg 

<210> 106 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 106 

aaggagagga gttgcagcac 20 

<210> 107 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 107 

caagagcgtg aaggagagga 2 0 

<210> 108 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


-68- PATENT 

20 


<400> 108 


RTS-0729US 

ccagccaaga gcgtgaagga 


-69- 


PATENT 

20 


<210> 109 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 109 

ggagcccagc caagagcgtg 20 


<210> 110 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 110 

acacttggac aaggagccca 2 0 


<210> 111 
<211> 20 
<212> DNA 

<213> Artificial Sequence 


<220> 


<223> Antisense Compound 


<400> 111 


RTS-0729US 

ggatttctct gagagctcac 

<210> 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 112 

ctgcagcttg gatttctctg 

<210> 113 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 113 

atctcctgca gcttggattt 

<210> 114 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 114 


RTS-0729US 

ggtagatctc ctgcagcttg 


-71- 


PATENT 

20 


<210> 115 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 115 

gtcagctcct ggtagatctc 20 


<210> 116 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 116 

agccttcagc tgggtcagct 2 0 


<210> 117 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 117 


RTS-0729US 

actgcagcct tcagctgggt 


-72- 


PATENT 

20 


<210> 118 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 118 

tcacccactg cagccttcag 2 0 


<210> 119 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 119 

gaagctcacc cactgcagcc 2 0 


<210> 120 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 120 


RTS-0729US 

ctctggaagc tcacccactg 


-73- 


PATENT 

20 


<210> 121 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 121 

gatttctctg gaagctcacc 20 


<210> 122 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 122 

tggtagatct cctgcagctt 20 


<210> 123 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 


<2 2 3 > Ant i sense Compound 


<400> 123 


RTS-0729US 

gctcctggta gatctcctgc 


-74- 


PATENT 

20 


<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 124 

ggtcagctcc tggtagatct 20 


<210> 125 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 125 

agccgggtca gctcctggta 20 


<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 126 


RTS-0729US 


-75- 


PATENT 


ccttcagccg ggtcagctcc 


20 


<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 127 

tgcagccttc agccgggtca 2 0 

<210> 128 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<210> 129 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 128 


agccaggtca gctcctggta 


20 


<400> 129 


RTS-0729US 

ccttcagcca ggtcagctcc 


-76- 


PATENT 

20 


<210> 130 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 130 

tgcagccttc agccaggtca 20 


<210> 131 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 131 

ctgcatctta gatttctctg 20 


<210> 132 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 132 


RTS-0729US 

atctcctgca tcttagattt 


-77- 


PATENT 

20 


<210> 133 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 133 

ggtagatctc ctgcatctta 20 


<210> 134 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 134 

tggtagatct cctgctgctt 20 


<210> 135 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 135 


RTS-0729US 

gttccactgc agccttcagc 


-78- 


PATENT 

20 


<210> 136 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 136 

tttccttgga agaatgtcca 20 


<210> 137 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 137 

aacagtttcc ttggaagaat 20 


<210> 138 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 138 


RTS-0729US 

cgctgggagt tagacatgaa 


-79- 


PATENT 

20 


<210> 139 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 139 

agttccgctg ggagttagac 2 0 


<210> 140 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 140 

gtgccagttc cgctgggagt 2 0 


<210> 141 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 141 


RTS-0729US 

gagtcgtgcc agttccgctg 


-80- 


PATENT 

20 


<210> 142 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 142 

tgatggagtc gtgccagttc 2 0 


<210> 143 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 143 

acgacgagct gggcccccac 20 


<210> 144 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 144 


RTS-0729US 

tgattacgac gagctgggcc 


-81- 


PATENT 

20 


<210> 145 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 145 

acttttgatt acgacgagct 20 


<210> 146 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 146 

tcagcacttt tgattacgac 20 


<210> 147 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 147 


RTS-0729US 

gctcctcagc acttttgatt 


-82- 


PATENT 

20 


<210> 148 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 148 

gttctgctcc tcagcacttt 20 


<210> 149 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 149 

aggaagttct gctcctcagc 2 0 


<210> 150 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 150 


RTS-0729US 

cttctggaag actgcagctg 


-83- 


PATENT 

20 


<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 151 

ggttacttct ggaagactgc 2 0 


<210> 152 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 152 

gaagcggtta cttctggaag 2 0 


<210> 153 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 153 


RTS-0729US 

caggtgaagc ggttacttct 


-84- 


PATENT 

20 


<210> 154 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 154 

ccatccaggt gaagcggtta 20 


<210> 155 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 155 

aagtcccatc caggtgaagc 2 0 


<210> 156 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 156 


RTS-0729US 

tctgaaagtc ccatccaggt 


-85- 


PATENT 

20 


<210> 157 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 157 

ctgggcaaca gaggtgagcc 2 0 


<210> 158 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 158 

tgaagctggg caacagaggt 2 0 


<210> 159 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 159 


RTS-0729US 

ctgcttgaag ctgggcaaca 


-86- 


PATENT 

20 


<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 160 

caatactgct tgaagctggg 2 0 


<210> 161 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 161 

tgttccaata ctgcttgaag 20 


<210> 162 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 162 


RTS-0729US 

ccattgccac taaattccgc 


-87- 


PATENT 

20 


<210> 163 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 163 

tccagccatt gccactaaat 2 0 


<210> 164 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 164 

tttttgcaga tccagaattt 20 


<210> 165 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 165 


RTS-0729US 

gagattttgt gaaggtcgaa 


-88- 


PATENT 

20 


<210> 166 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 166 

gaaggacaga atgggaccca 2 0 


<210> 167 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 167 

gggccagaaa aacaagctct 20 


<210> 168 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 168 


RTS-0729US 

tatcctaatc tccaaaagga 


-89- 


PATENT 

20 


<210> 169 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 169 

agagtcccaa atcccagtaa 20 


<210> 170 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 170 

gggaaggaga accctagtcc 20 


<210> 171 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 171 


RTS-0729US 

caggacgaca gcttcagtgt 


-90- 


PATENT 

20 


<210> 172 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 172 

gaaacctacc aacagttcct 2 0 


<210> 173 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 173 

cctccttgaa tcttacttag 20 


<210> 174 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 174 


RTS-0729US 

tctgacagag actacagctt 


-91- 


PATENT 

20 


<210> 175 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 175 

ttctcagtgc cagaatctga 2 0 


<210> 176 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 176 

tgtttcacag ccacttctca 20 


<210> 177 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 177 


RTS-0729US 

tcttccccat ttccttagaa 


-92- 


PATENT 

20 


<210> 178 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 178 

tgtcagcagt tcctcatcca 20 


<210> 179 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 179 

tgatggagtg cctggtgtgg 2 0 


<210> 180 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 180 


RTS-0729US 

gaatttgttt ggaagccaaa 


-93- 


PATENT 

20 


<210> 181 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 181 

ccaggcaccc tgtgaagcta 20 


<210> 182 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 182 

aggaagagca cc tgcagtgc 2 0 


<210> 183 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 183 


RTS-0729US 

gacaaggatg acaaccagca 


-94- 


PATENT 

20 


<210> 184 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 184 

gttcttggta gacattcatc 20 


<210> 185 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 185 

ccagccttca actgggtcag 2 0 


<210> 186 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 186 


RTS-0729US 

aggagcggca cagtcgatct 


-95- 


PATENT 

20 


<210> 187 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 187 

agtaacagct tccttggaag 20 


<210> 188 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 188 

tggcagaatc attccaggac 2 0 


<210> 189 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 189 


RTS-0729US 

tcttgatgac cacaagttga 


-96- 


PATENT 

20 


<210> 190 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 190 

tgtagcctct cttcttagaa 20 


<210> 191 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 191 

catgtagact ccttgctcat 20 


<210> 192 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 192 


RTS-0729US 

caggttgtta ggttctcctt 


-97- 


PATENT 

20 


<210> 193 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 193 

ccgtcatctc tgaactctgc 20 


<210> 194 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 194 

ctttttgcag atccagaatt 20 


<210> 195 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 195 


RTS-0729US 

gagttggcca tcacttgcta 


-98- 


PATENT 

20 


<210> 196 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 196 

tggtggaggg agttggccat 2 0 


<210> 197 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 197 

actggcatag ctatgggtaa 2 0 


<210> 198 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 198 


RTS-0729US 

cttgtcaagg ttatcaatgg 


-99- 


PATENT 

20 


<210> 199 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 199 

tgcaggagac aagctacctg 20 


<210> 200 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 200 

cattaatggt ccaggagaca 2 0 


<210> 201 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 201 


RTS-0729US -100- 

cactaaccca aagagaacct 


PATENT 

20 


<210> 202 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 202 

atgtctgttt acttcattaa 20 


<210> 203 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 203 

aggaagacag aggagatgaa 20 


<210> 204 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 


<223> Antisense Compound 


<400> 204 


RTS-0729US -101- 

tcaattgcac atggcaatat 


PATENT 

20 


<210> 205 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 205 

aggtgtgcag ggtagatgaa 2 0 


<210> 206 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 206 

tcctgaaatc agagaagggt 20 


<210> 207 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 207 


RTS-0729US 

ttagtctata ggttgagctc 


-102- 


PATENT 

20 


<210> 208 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 208 

gactaatagt taaggaattg 2 0 


<210> 209 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 209 

ggagtcagag aattaacaca 2 0 


<210> 210 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 


<400> 210 


RTS-0729US -103- 

ggctcaccat gtccacccag 


PATENT 

20 


<210> 211 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 
<400> 211 

ttaatgagta agttcaataa 20 


<210> 212 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Compound 
<400> 212 

acttatattt atacatacat 20 


<210> 213 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 213 

tggggtgaca tgagtgactc 


20 


RTS-0729US 


-104- 


PATENT 


<210> 214 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 214 

ttggattccg acagactcga 2 0 


<210> 215 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 215 

tacaagagct tagcagggtg 20 


<210> 216 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 216 

ttggctgggc tccttgtcca 2 0 


<210> 217 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-105- 


PATENT 


<220> 
<400> 217 

gcttccagag aaatctaaga 20 


<210> 218 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 218 

aatcttgcca aattctggat 20 


<210> 219 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 219 

ttttaagcta cagttccttc 20 


<210> 220 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 220 

tcctttagaa ggctgggtcc 


20 


RTS-0729US 


-106- 


PATENT 


<210> 221 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 221 

ggtggacttg tgttccaaga 20 


<210> 222 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 222 

attaggatat ttgggttgcc 20 


<210> 223 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 223 

ccctttgatc ggggacttac 2 0 


<210> 224 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 


RTS-0729US 


-107- 


PATENT 


<400> 224 


acgactttgg gatctagagg 


20 


<210> 225 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 225 

ggatctagag gagctttggc 20 

<210> 226 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 227 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 227 

gccgttctca ctgcggctgc 20 


<220> 


<400> 226 


tggctccggc tgtgacggct 


20 


<210> 228 


RTS-0729US 


-108- 


PATENT 


<211> 20 

<212> DNA 

<213> H. sapiens 

<220> 

<400> 228 

tgcctctcct ggctctttga 20 


<210> 229 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 229 

tggtctggac tagggttctc 20 


<210> 230 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 230 

cgcagcctgt agtattcatc 20 


<210> 231 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 


RTS-0729US 


-109- 


PATENT 


<400> 231 


agtattcatc gtggtggccc 


20 


<210> 232 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 232 

aggagacaag cagaggtctc 20 

<210> 233 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 234 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 234 

atttctcaac acctgaagaa 20 


<220> 


<400> 233 


ggtctctatt ggatttctca 


20 


<210> 235 
<211> 20 


RTS-0729US 


-110- 


PATENT 


<212> DNA 


<213> H. sapiens 


<220> 


<400> 235 


tgttgtattt caaataaacc 


20 


<210> 236 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 236 

ggcagaattc acactgaagc 2 0 

<210> 237 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 238 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 237 


taaacagaga aagagctgct 


20 


<400> 238 


RTS-0729US 


-111- 


PATENT 


gactggtact gaacatatat 


20 


<210> 239 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 239 

gttgcaactg accttgaact 20 

<210> 240 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 241 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 241 

cccacgttct tgaactcggg 2 0 


<220> 


<400> 240 


ccttgaactg aatcactctc 


20 


<210> 242 
<211> 20 
<212> DNA 


RTS-0729US -112- PATENT 

<213> H. sapiens 

<220> 
<400> 242 

cgggcagcac atcctcacag 20 


<210> 243 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 243 

cacagaaatc taggaactgt 2 0 


<210> 244 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 244 

tcatagtcat ccctcctgca 20 


<210> 245 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 245 

aaacactgta aacatgcttt 


20 


RTS-0729US 


-113- 


PATENT 


<210> 246 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 246 

acatgctttt aataagaagg 2 0 


<210> 247 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 247 

ttgggaaatc atgtgaacat 2 0 


<210> 248 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 248 

atctccaaat ctgcaagctc 20 


<210> 249 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-114- 


PATENT 


<220> 
<400> 249 

agctcctgtt ttactgtaga 20 


<210> 250 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 250 

cctcctcttt ctgtgagagt 20 


<210> 251 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 251 

agtcctgagt ccctcagtgg 2 0 


<210> 252 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 252 

ctccttcttc agggcggccc 


20 


RTS-0729US 


-115- 


PATENT 


<210> 253 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 253 

ccttttcggg cgcagccatc 20 


<210> 254 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 254 

gggcgcagcc atcttgccgg 20 


<210> 255 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 255 

tgtaaccgca gattcagccc 20 


<210> 256 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-116- 


PATENT 


<220> 


<400> 256 


agatgaacga agcgtgcaaa 


20 


<210> 257 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 257 

aagtgctcag actgaggaac 2 0 

<210> 258 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 259 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 258 


gactgaggaa cagggactga 


20 


<400> 259 

agggactgag ttaagaagtg 


20 


RTS-0729US -117- PATENT 

<210> 260 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 260 

tggcgtgatc cagtcagatc 20 


<210> 261 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 261 

agtcagatca agcctcctga 2 0 


<210> 262 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 262 

tgaaggctgc agtggaacgc 2 0 


<210> 263 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 


RTS-0729US 


-118- 


PATENT 


<400> 263 


taagtcagga acaatccaga 


20 


<210> 264 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 264 

tgaggagcag cttcaagcag 20 

<210> 265 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 266 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 266 

aagtcaggaa caatccaggc 2 0 


<220> 


<400> 265 


agcttagcag gtagagagga 


20 


<210> 267 


RTS-0729US -119- PATENT 

<211> 20 

<212> DNA 

<213> H. sapiens 

<220> 

<400> 267 

gtgagcttcc agagaaatct 20 


<210> 268 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 268 

tgcaggagat ctaccaggag 20 


<210> 269 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 269 

gctgcagtgg gtgagcttcc 20 


<210> 270 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 


RTS-0729US 

<400> 270 

tgaggagcag gtacacctgg 


-120- 


PATENT 

20 


<210> 271 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 271 

acagctgcag tcttccagaa 2 0 


<210> 272 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 272 

ccctggtgct gcaactcctc 2 0 


<210> 273 

i 

<211> 20 

<212> DNA 

<213> H. sapiens 

<220> 

<400> 273 

gtgctgcaac tcctctcctt 20 


<210> 274 
<211> 20 


RTS-0729US 


-121- 


PATENT 


<212> DNA 


<213> H. sapiens 


<220> 


<400> 274 


tgggctcctt gtccaagtgt 


20 


<210> 275 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 275 

gtgagctctc agagaaatcc 2 0 

<210> 276 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 277 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 276 


cagagaaatc caagctgcag 


20 


<400> 277 


RTS-0729US 


-122- 


PATENT 


aaatccaagc tgcaggagat 


20 


<210> 278 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 278 

caagctgcag gagatctacc 2 0 

<210> 279 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 280 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 280 

agctgaccca gctgaaggct 20 


<220> 


<400> 279 


gagatctacc aggagctgac 


20 


<210> 281 
<211> 20 
<212> DNA 


RTS-0729US 


-123- 


PATENT 


<213> H. sapiens 


<220> 


<400> 281 


acccagctga aggctgcagt 


20 


<210> 282 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 282 

ctgaaggctg cagtgggtga 20 

<210> 283 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 284 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 283 


ggctgcagtg ggtgagcttc 


20 


<400> 284 

cagtgggtga gcttccagag 


20 


RTS-0729US 


-124- 


PATENT 


<210> 285 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 285 

ggtgagcttc cagagaaatc 2 0 


<210> 286 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 286 

aagctgcagg agate tacca 20 


<210> 287 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 287 

gcaggagatc taccaggagc 20 


<210> 288 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-125- 


PATENT 


<220> 
<400> 288 

agatctacca ggagctgacc 20 


<210> 289 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 
<400> 289 

taccaggagc tgacccggct 20 


<210> 290 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 290 

ggagctgacc cggctgaagg 2 0 


<210> 291 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 291 

tgacccggct gaaggctgca 


20 


RTS-0729US 


-126- 


PATENT 


<210> 292 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 292 

taccaggagc tgacctggct 2 0 


<210> 293 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 293 

ggagctgacc tggctgaagg 2 0 


<210> 294 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 294 

tgacctggct gaaggctgca 2 0 


<210> 295 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-127- 


PATENT 


<220> 
<400> 295 

cagagaaatc taagatgcag 2 0 


<210> 296 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 296 

aaatctaaga tgcaggagat 2 0 


<210> 297 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 
<400> 297 

taagatgcag gagatctacc 2 0 


<210> 298 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<400> 298 

aagcagcagg agatctacca 


20 


RTS-0729US 


-128- 


PATENT 


<210> 299 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 299 

gctgaaggct gcagtggaac 20 


<210> 300 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 300 

tggacattct tccaaggaaa 20 


<210> 301 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 301 

ttcatgtcta actcccagcg 20 


<210> 302 
<211> 20 
<212> DNA 
<213> H. sapiens 


<220> 


RTS-0729US 


-129- 


PATENT 


<400> 302 


actcccagcg gaactggcac 


20 


<210> 303 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 303 

cagcggaact ggcacgactc 2 0 

<210> 304 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 305 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 304 


gaactggcac gactccatca 


20 


<400> 305 


gtgggggccc agctcgtcgt 


20 


<210> 306 


RTS-0729US 


-130- 


PATENT 


<211> 20 

<212> DNA 

<213> H. sapiens 

<220> 

<400> 306 

ggcccagctc gtcgtaatca 20 


<210> 307 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 307 

gtcgtaatca aaagtgctga 20 


<210> 308 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 308 

aatcaaaagt gctgaggagc 2 0 


<210> 309 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


RTS-0729US 


-131- 


PATENT 


<400> 309 


aaagtgctga ggagcagaac 


20 


<210> 310 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 310 

gctgaggagc agaacttcct 2 0 

<210> 311 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 312 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 312 

gcagtcttcc agaagtaacc 2 0 


<220> 


<400> 311 


cagctgcagt cttccagaag 


20 


<210> 313 
<211> 20 


RTS-0729US 


-132- 


PATENT 


<212> DNA 


<213> H. sapiens 


<220> 


<400> 313 


cttccagaag taaccgcttc 


20 


<210> 314 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 314 

agaagtaacc gcttcacctg 2 0 

<210> 315 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 316 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 315 


taaccgcttc acctggatgg 


20 


<400> 316 


RTS-0729US 


-133- 


PATENT 


gcttcacctg gatgggactt 


20 


<210> 317 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 317 

acctggatgg gactttcaga 20 

<210> 318 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 319 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 319 

cccagcttca agcagtattg 20 


<220> 


<400> 318 


tgttgcccag cttcaagcag 


20 


<210> 320 
<211> 20 
<212> DNA 


RTS-0729US 


-134- 


PATENT 


<213> H. sapiens 


<220> 


<400> 320 


cttcaagcag tattggaaca 


20 


<210> 321 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 321 

gcggaattta gtggcaatgg 20 

<210> 322 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 323 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 


<220> 


<400> 322 


atttagtggc aatggctgga 


20 


<400> 323 

ttcgaccttc acaaaatctc 


20 


RTS-0729US 


-135 


PATENT 


<210> 324 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 324 

tgggtcccat tctgtccttc 2 0 


<210> 325 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 325 

agagcttgtt tttctggccc 20 


<210> 326 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 326 

tccttttgga gattaggata 20 


<210> 327 
<211> 20 
<212> DNA 
<213> H. sapiens 


RTS-0729US 


-136- 


PATENT 


<220> 


<400> 327 


ttactgggat ttgggactct 


20 


<210> 328 
<211> 20 
<212> DNA 
<213> H. sapiens 

<220> 

<400> 328 

ggactagggt tctccttccc 2 0 

<210> 329 
<211> 20 
<212> DNA 
<213> H. sapiens 


<210> 330 

<211> 20 

<212> DNA 

<213> H. sapiens 

<220> 


<220> 


<400> 329 


acactgaagc tgtcgtcctg 


20 


<400> 330 

aggaactgtt ggtaggtttc 


20 


RTS-0729US 


-137- 


PATENT 


<210> 331 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 331 

ctaagtaaga ttcaaggagg 20 


<210> 332 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 332 

tcagattctg gcactgagaa 2 0 


<210> 333 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 333 

tgagaagtgg ctgtgaaaca 2 0 


<210> 334 

<211> 20 

<212> DNA 

<213> M. musculus 


RTS-0729US 


-138- 


PATENT 


<220> 


<400> 334 


ttctaaggaa atggggaaga 


20 


<210> 335 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 335 

tggatgagga actgctgaca 2 0 

<210> 336 

<211> 20 

<212> DNA 

<213> M. musculus 


<210> 337 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 


<220> 


<400> 336 


ccacaccagg cactccatca 


20 


<400> 337 

tttggcttcc aaacaaattc 


20 


RTS-0729US -139- PATENT 

<210> 338 

<211> 20 

<212> DNA 

<213> M . musculus 


<220> 


<400> 338 

tagcttcaca gggtgcctgg 2 0 


<210> 339 

<211> 20 

<212> DNA 

<213> M . musculus 

<220> 

<400> 339 

gcactgcagg tgctcttcct 20 


<210> 340 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 340 

tgctggttgt catccttgtc 20 


<210> 341 

<211> 20 

<212> DNA 

<213> M . musculus 


<220> 


RTS-0729US 


-140- 


PATENT 


<400> 341 


gatgaatgtc taccaagaac 


20 


<210> 342 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 342 

ctgacccagt tgaaggctgg 2 0 

<210> 343 

<211> 20 

<212> DNA 

<213> M. musculus 


<210> 344 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 344 

cttccaagga agctgttact 20 


<220> 


<400> 343 


agatcgactg tgccgctcct 


20 


<210> 345 


RTS-0729US -141- PATENT 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 345 

gtcctggaat gattctgcca 20 


<210> 346 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 346 

tcaacttgtg gtcatcaaga 2 0 


<210> 347 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 347 

ttctaagaag agaggctaca 20 


<210> 348 

<211> 20 

<212> DNA 

<213> M. musculus 


<220> 


RTS-0729US 

<400> 348 

atgagcaagg agtctacatg 


-142- 


PATENT 

20 


<210> 349 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 349 

aaggagaacc taacaacctg 2 0 


<210> 350 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 350 

gcagagttca gagatgacgg 2 0 


<210> 351 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 351 

aattctggat ctgcaaaaag 20 


<210> 352 
<211> 20 


RTS-0729US -143- PATENT 

<212> DNA 

<213> M. musculus 


<220> 


<400> 352 

tagcaagtga tggccaactc 2 0 


<210> 353 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 353 

atggccaact ccctccacca 20 


<210> 354 

<211> 20 

<212> DNA 

<213> M . musculus 

<220> 

<400> 354 

ttacccatag ctatgccagt 20 


<210> 355 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 


<400> 355 


RTS-0729US 


-144- 


PATENT 


ccattgataa ccttgacaag 


20 


<210> 356 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 356 

caggtagctt gtctcctgca 20 

<210> 357 

<211> 20 

<212> DNA 

<213> M. musculus 


<210> 358 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 358 

aggttctctt tgggttagtg 20 


<220> 


<400> 357 


tgtctcctgg accattaatg 


20 


<210> 359 
<211> 20 
<212> DNA 


RTS-0729US -145- PATENT 

<213> M. musculus 

<220> 
<400> 359 

ttaatgaagt aaacagacat 2 0 


<210> 360 

<211> 20 

<212> DNA 

<213> M. musculus 


<220> 


<400> 360 

ttcatctcct ctgtcttcct 20 


<210> 361 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 361 

atattgccat gtgcaattga 20 


<210> 362 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 


<400> 362 

ttcatctacc ctgcacacct 


20 


RTS-0729US 


-146- 


PATENT 


<210> 363 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 363 

acccttctct gatttcagga 20 


<210> 364 

<211> 20 

<212> DNA 

<213> M. musculus 


<220> 


<400> 364 

gagctcaacc tatagactaa 2 0 


<210> 365 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 

<400> 365 

caattcctta actattagtc 20 


<210> 366 

<211> 20 

<212> DNA 

<213> M. musculus 


RTS-0729US 


-147- 


PATENT 


<220> 


<400> 366 


tgtgttaatt ctctgactcc 


20 


<210> 367 

<211> 20 

<212> DNA 

<213> M . musculus 

<220> 

<400> 367 

ctgggtggac atggtgagcc 2 0 

<210> 368 

<211> 20 

<212> DNA 

<213> M. musculus 


<210> 369 

<211> 20 

<212> DNA 

<213> M. musculus 

<220> 


<220> 


<400> 368 


ttattgaact tactcattaa 


20 


<400> 369 

atgtatgtat aaatataagt 


20 


RTS-0729US 


-148- 


PATENT 


<210> 370 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i sense Compound 


<400> 370 

tcccgcctgt gacatgcatt 


20 


